[bookmark: _GoBack]Supplemental Table S1. Significantly associated SNP markers and annotated potential candidate genes for the main effects for DD-sick (S1-A), for DD-acute (S1-B) and for DD-chronic (S1-C). The DD traits are explained in the materials and methods and in Figure 1.

S1-A: Trait DD-sick
	BTA 
	SNP-ID
	SNP position (bp)
	P-value
	Gene1
	Gene position (bp)1

	1
	rs43278831
	142,486,334
	2.86 x 10-5
	UMODL1
	142,327,757 – 142,403,210


	
	rs43278831
	142,486,334
	2.86 x 10-5
	ABCG1
	142,488,705 – 142,561,127


	
	rs43278831
	142,486,334
	2.86 x 10-5
	TFF3
	142,565,466 – 142,569,246


	2
	rs41755558
	42,129,770
	3.90 x 10-5
	GALNT13
	41,676,135 – 42,259,624

	4
	rs41654218
	93,338,554
	7.21 x 10-5
	AHCYL2
	93,142,664 – 93,333,822

	
	rs41654218
	93,338,554
	7.21 x 10-5
	STRIP2
	93,338,888 – 93,401,401

	
	rs41590634
	94,699,823
	4.26 x 10-5
	-
	-

	5
	rs109115428
	5,361,321
	9.88 x 10-6
	-
	-

	
	rs110162221
	12,104,374
	3.10 x 10-6
	METTL25
	11,908,969 – 12,015,429

	8
	rs110174079
	10,759,225
	9.87 x 10-5
	ELP3
	10,593,713 – 10,712,508

	
	rs110174079
	10,759,225
	9.87 x 10-5
	NUGGC
	10,720,463 – 10,767,022

	
	rs110174079
	10,759,225
	9.87 x 10-5
	SCARA5
	10,796,505 – 10,929,733

	
	rs41570498
	82,271,544
	4.20 x 10-5
	-
	-

	10
	rs109925557
	15,077,217
	6.29 x 10-5
	PIAS1
	14,905,205 – 15,030,499

	
	rs109925557
	15,077,217
	6.29 x 10-5
	CALM4
	15,035,521 – 15,044,913

	
	rs109925557
	15,077,217
	6.29 x 10-5
	CLN6
	15,051,437 – 15,067,688

	
	rs109925557
	15,077,217
	6.29 x 10-5
	FEM1B
	15,105,565 – 15,119,491

	
	rs109925557
	15,077,217
	6.29 x 10-5
	ITGA11
	15,129,322 – 15,262,276

	11
	-
	4,996,418
	2.99 x 10-6
	AFF3
	4,665,771 – 5,289,303

	14
	rs110080711
	78,454,550
	5.79 x 10-5
	-
	-

	21
	rs41584200
	56,195,714
	2.04 x 10-5
	CCDC88C
	56,040,106 – 56,183,841

	
	rs41584200
	56,195,714
	2.04 x 10-5
	PPP4R3A
	56,210,637 – 56,245,304

	22
	rs41613366
	19,452,386
	9.48 x 10-5
	GRM7
	18,673,820 – 19,567,204

	26
	rs110166523
	8,101,467
	3.20 x 10-5
	PRKG1
	6,899,619 – 8,313,722

	26
	rs110358694
	28,763,335
	5.31 x 10-5
	-
	-

	28
	rs109412394
	28,725,060
	5.68 x 10-5
	MCU
	28,709,027 – 28,902,834

	
	rs29011010
	28,794,085
	8.83 x 10-6
	MCU
	28,709,027 – 28,902,834

	
	rs29011010
	28,794,085
	8.83 x 10-6
	ENSBTAG00000054039
	28,879,757 – 28,880,758

	
	rs109467698
	28,923,986
	3.07 x 10-5
	MCU
	28,709,027 – 28,902,834

	
	rs109467698
	28,923,986
	3.07 x 10-5
	ENSBTAG00000054039
	28,879,757 – 28,880,758

	
	rs109467698
	28,923,986
	3.07 x 10-5
	OIT3
	28,915,123 – 28,942,806

	
	rs109467698
	28,923,986
	3.07 x 10-5
	PLA2G12B
	28,944,315 – 28,963,077

	29
	rs110485277
	16,816,497
	4.87 x 10-5
	TENM4
	16,813,276 – 17,402,612

	
	rs41649476
	16,837,556
	1.61 x 10-5
	TENM4
	16,813,276 – 17,402,612

	
	rs109486457
	16,996,267
	6.90 x 10-7
	TENM4
	16,813,276 – 17,402,612

	
	rs111027650
	17,037,783
	9.89 x 10-5
	TENM4
	16,813,276 – 17,402,612

	
	rs41584940
	25,443,243
	1.44 x 10-5
	-
	-


1No gene name or no gene position: SNP was not located in the gene or within a window size of 100 kb up- and downstream.








S1-B: Trait DD-acute
	BTA 
	SNP-ID
	SNP position (bp)
	P-value
	Gene1
	Gene position (bp)1

	5
	rs110162221
	12,104,374
	1.85 x 10-6
	METTL25
	11,908,969 – 12,015,429


	6
	rs108990454
	20,399,602
	1.68 x 10-5
	-
	-

	
	rs43464456
	21,186,796
	2.37 x 10-5
	-
	-

	
	rs110082224
	23,297,539
	1.98 x 10-5
	-
	-

	8
	rs29020862
	10,109,654
	9.70 x 10-5
	EXTL3
	9,980,042 – 10,017,423

	
	rs29020862
	10,109,654
	9.70 x 10-5
	FZD3
	10,150,817 – 10,238,564

	
	rs41570498
	82,271,544
	4.77 x 10-5
	-
	-

	9
	rs109322240
	94,740,322
	3.23 x 10-5
	SYNJ2
	94,544,473 – 94,653,549

	
	rs109322240
	94,740,322
	3.23 x 10-5
	SERAC1
	94,662,572 – 94,714,692

	
	rs109322240
	94,740,322
	3.23 x 10-5
	GTF2H5
	94,714,760 – 94,729,301

	
	rs109322240
	94,740,322
	3.23 x 10-5
	TULP4
	94,820,216 – 94,960,850

	10
	rs41657367
	90,874,981
	1.10 x 10-5
	NRXN3
	90,495,258 – 91,099,930

	11
	rs111007356
	265,663
	4.37 x 10-5
	FBLN7
	245,530 – 303,203

	
	rs111007356
	265,663
	4.37 x 10-5
	ZC3H6
	144,638 – 189,991

	
	rs111007356
	265,663
	4.37 x 10-5
	ZC3H8
	203,490 – 230,821

	
	rs111007356
	265,663
	4.37 x 10-5
	TMEM87B
	319,215 – 361,708

	
	rs43654724
	1,861,245
	4.10 x 10-5
	NPHP1
	1,697,163 – 1,762,645

	
	rs43654724
	1,861,245
	4.10 x 10-5
	MALL
	1,773,930 – 1,807,073

	
	rs43654724
	1,861,245
	4.10 x 10-5
	MAL
	1,848,632 – 1,873,328

	
	rs43654724
	1,861,245
	4.10 x 10-5
	ENSBTAG00000034657
	1,913,421 – 1,918,226

	
	rs43654724
	1,861,245
	4.10 x 10-5
	MRPS5
	1,922,410 – 1,945,833

	
	-
	4,996,418
	5.41 x 10-6
	AFF3
	4,665,771 – 5,289,303

	14
	rs41627975
	61,969,914
	4.92 x 10-5
	UBR5
	61,987,835 – 62,126,918

	15
	rs41633845
	20,745,006
	8.68 x 10-5
	ARHGAP20
	20,598,185 – 20,812,735

	
	rs41633846
	20,775,708
	8.04 x 10-5
	ARHGAP20
	20,598,185 – 20,812,735

	18
	rs41886115
	42,508,672
	9.64 x 10-5
	ENSBTAG00000003856
	42,597,926 – 42,599,478

	20
	rs110030994
	1,829,447
	6.09 x 10-5
	DOCK2
	1,562,432 – 2,001,666

	
	rs110030994
	1,829,447
	6.09 x 10-5
	INSYN2B
	1,768,224 – 1,792,301

	23
	rs41667526
	44,517,863
	1.01 x 10-6
	ADTRP
	44,610,190 – 44,677,675

	26
	rs110166523
	8,101,467
	5.19 x 10-5
	PRKG1
	6,899,619 – 8,313,722

	
	rs41571507
	8,532,926
	1.29 x 10-5
	A1CF
	8,455,337 – 8,549,031

	
	rs41571507
	8,532,926
	1.29 x 10-5
	ENSBTAG00000003529
	8,598,293 – 8,659,761

	28
	rs41587458
	34,523,399
	5.44 x 10-5
	-
	-

	29
	rs109486457
	16,996,267
	6.29 x 10-5
	TENM4
	16,813,276 – 17,402,612


1No gene name or no gene position: SNP was not located in the gene or within a window size of 100 kb up- and downstream.











S1-C: DD-chronic
	BTA 
	SNP-ID
	SNP position (bp)
	P-value
	Gene1
	Gene position (bp)1

	1
	rs42408102
	28,434,475
	1.76 x 10-5
	-
	-


	
	rs43670957
	46,322,462
	1.18 x 10-5
	-
	-

	2
	rs109136926
	117,962,757
	7.36 x 10-5
	TRIP12
	117,811,397 – 117,918,447

	
	rs109136926
	117,962,757
	7.36 x 10-5
	FBXO36
	117,962,254 – 118,069,148

	
	rs43314636
	134,714,711
	7.45 x 10-5
	-
	-

	4
	rs43413106
	94,623,036
	5.55 x 10-5
	KLF14
	94,523,445 – 94,524,428

	5
	rs41649678
	15,293,572
	2.46 x 10-5
	-
	-

	7
	rs41658549
	95,785,453
	5.53 x 10-5
	PCSK1
	95,746,303 – 95,790,112

	11
	rs109559885
	10,211,360
	9.86 x 10-5
	AUP1
	10,110,333 – 10,114,465

	
	rs109559885
	10,211,360
	9.86 x 10-5
	DQX1
	10,114,072 – 10,120,751

	
	rs109559885
	10,211,360
	9.86 x 10-5
	TLX2
	10,122,252 – 10,124,335

	
	rs109559885
	10,211,360
	9.86 x 10-5
	PCGF1
	10,130,551 – 10,132,842

	
	rs109559885
	10,211,360
	9.86 x 10-5
	LBX2
	10,138,281 – 10,140,220

	
	rs109559885
	10,211,360
	9.86 x 10-5
	CCDC142
	10,151,984 – 10,158,175

	
	rs109559885
	10,211,360
	9.86 x 10-5
	MRPL53
	10,159,213 – 10,162,298

	
	rs109559885
	10,211,360
	9.86 x 10-5
	MOGS
	10,164,061 – 10,167,845

	
	rs109559885
	10,211,360
	9.86 x 10-5
	WBP1
	10,168,029 – 10,170,419

	
	rs109559885
	10,211,360
	9.86 x 10-5
	INO80B
	10,170,214 – 10,173,993

	
	rs109559885
	10,211,360
	9.86 x 10-5
	RTKN
	10,187,533 – 10,202,365

	
	rs109559885
	10,211,360
	9.86 x 10-5
	WDR54
	10,201,853 – 10,205,764

	
	rs109559885
	10,211,360
	9.86 x 10-5
	C11H2orf81
	10,205,805 – 10,211,683

	
	rs109559885
	10,211,360
	9.86 x 10-5
	MGC152281
	10,211,644 – 10,218,786

	
	rs109559885
	10,211,360
	9.86 x 10-5
	ENSBTAG00000050345
	10,219,762 – 10,221,111

	
	rs109559885
	10,211,360
	9.86 x 10-5
	DCTN1
	10,238,630 – 10,269,100

	
	rs109559885
	10,211,360
	9.86 x 10-5
	ENSBTAG00000010072
	10,306,886 – 10,307,580

	
	rs110074079
	48,555,061
	3.26 x 10-5
	REEP1
	48,518,871 – 48,654,804

	
	rs110074079
	48,555,061
	3.26 x 10-5
	ENSBTAG00000054778
	48,639,480 – 48,676,952

	
	rs29023108
	76,425,215
	1.58 x 10-6
	-
	-

	
	rs41567966
	77,091,873
	1.19 x 10-6
	-
	-

	14
	rs42509128
	39,032,005
	5.23 x 10-5
	-
	-

	
	rs43040593
	49,344,976
	2.04 x 10-.6
	-
	-

	16
	rs108956332
	74,432,920
	1.30 x 10-6
	-
	-

	18
	rs109262661
	10,201,072
	5.56 x 10-5
	CDH13
	9,350,020 – 10,154,230

	
	rs109262661
	10,201,072
	5.56 x 10-5
	HSBP1
	10,162,416 – 10,166,868

	
	rs109262661
	10,201,072
	5.56 x 10-5
	MLYCD
	10,240,324 – 10,254,080

	
	rs109262661
	10,201,072
	5.56 x 10-5
	OSGIN1
	10,285,040 – 10,339,375

	19
	rs41927485
	57,412,632
	2.29 x 10-5
	-
	-

	20
	-
	18,571,733
	9.29 x 10-5
	ELOVL7
	18,454,411 – 18,531,445

	
	-
	18,571,733
	9.29 x 10-5
	ENSBTAG00000049955
	18,482,424 – 18,482,765

	
	-
	18,571,733
	9.29 x 10-5
	DEPDC1B
	18,560,198 – 18,649,542

	
	rs41613300
	18,626,250
	9.29 x 10-5
	ELOVL7
	18,454,411 – 18,531,445

	
	rs41613300
	18,626,250
	9.29 x 10-5
	DEPDC1B
	18,560,198 – 18,649,542

	21
	rs41643781
	48,482,014
	3.61 x 10-5
	CLEC14A
	48,394,033 – 48,395,926

	25
	rs381524820
	41,563,799
	7.47 x 10-6
	MICALL2
	41,461,263 – 41,480,286

	
	rs381524820
	41,563,799
	7.47 x 10-6
	UNCX
	41,614,415 – 41,615,906

	27
	rs110888316
	32,828,175
	1.95 x 10-5
	-
	-

	28
	rs3423094174
	3,452,115
	6.88 x 10-5
	-
	-

	
	rs43734734
	20,968,839
	5.43 x 10-5
	-
	-

	
	rs42143510
	25,781,265
	3.55 x 10-5
	HK1
	25,694,146 – 25,769,790

	
	rs42143510
	25,781,265
	3.55 x 10-5
	TACR2
	25,768,939 – 25,781,767

	
	rs42143510
	25,781,265
	3.55 x 10-5
	TSPAN15
	25,803,071 – 25,855,714

	
	rs29011010
	28,794,085
	2.70 x 10-5
	MCU
	28,709,027 – 28,902,834

	
	rs29011010
	28,794,085
	2.70 x 10-5
	ENSBTAG00000054039
	28,879,757 – 28,880,758


1No gene name or no gene position: SNP was not located in the gene or within a window size of 100 kb up- and downstream.







