Blast hits where query and target are in the same orthogroup, 10/11-gene x/y windows (heatmap range: 1-5+ hits/window)
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Acoerulea: gene rank order position (16850 genes w/ blast hits), grids every 1000 genes




Blast hits where query and target are in the same orthogroup, 9/9—gene x/y windows (heatmap range: 1-5+ hits/window)
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Acoerulea: gene rank order position (17512 genes w/ blast hits), grids every 1000 genes




Blast hits where query and target are in the same orthogroup, 10/9—gene x/y windows (heatmap range: 1-5+ hits/window)

1%
[
=4
[
(=)
o
o
o
-
Fa
L
>
@
1%}
o
o
~
2
z
=
1%
8
Qo
=
=
0
Q
=4
[
(=)
<
(o]
@
2
2
=
S
3
o
Q
o
2
o
X
=
S
3]
j=4
[
(=2
it
£
[
Q
%]
o
ks
[=5
w

Ctomentella: gene rank order position (17101 genes w/ blast hits), grids every 1000 genes
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Blast hits where query and target are in the same orthogroup, 11/10-gene x/y windows (heatmap range: 1-5+ hits/window)
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Blast hits where query and target are in the same orthogroup, 10/10—gene x/y windows (heatmap range: 1-5+ hits/window)
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ene rank order position (17224 genes w/ blast hits), grids every 1000 genes




Blast hits where query and target are in the same orthogroup, 11/12-gene x/y windows (heatmap range: 1-5+ hits/window)

0
Q
i~
[
(=]
o
o
o
—
>
g
)
1%}
b=l
>
)
2
P
<
Qo
=
=
1%
i
=4
(%)
(=]
~
o
N
©
2
f=4

Ctomentella: gene rank order pos

: gene rank order position (16637 genes w/ blast hits), grids every 1000 genes




Blast hits where query and target are in the same orthogroup, 9/9—gene x/y windows (heatmap range: 1-5+ hits/window)
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Epleiosperma: gene r;

Vitis: gene rank order position (17432 genes w/ blast hits), grids every 1000 genes




