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Acoerulea: gene rank order position (16850 genes w/ blast hits), grids every 1000 genes
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Blast hits where query and target are in the same orthogroup, 10/11−gene x/y windows (heatmap range: 1−5+ hits/window)
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Acoerulea: gene rank order position (17512 genes w/ blast hits), grids every 1000 genes
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Blast hits where query and target are in the same orthogroup, 9/9−gene x/y windows (heatmap range: 1−5+ hits/window)
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Ctomentella: gene rank order position (17101 genes w/ blast hits), grids every 1000 genes
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Blast hits where query and target are in the same orthogroup, 10/9−gene x/y windows (heatmap range: 1−5+ hits/window)
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Ecalifornica: gene rank order position (29626 genes w/ blast hits), grids every 1000 genes
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All blast hits with score > 50, 10/10−gene x/y windows (heatmap range: 2−5+ hits/window)
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Ecalifornica: gene rank order position (29634 genes w/ blast hits), grids every 1000 genes
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Blast hits where query and target are in the same orthogroup, 10/10−gene x/y windows (heatmap range: 1−5+ hits/window)
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Psomniferum: gene rank order position (31877 genes w/ blast hits), grids every 1000 genes
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Blast hits where query and target are in the same orthogroup, 11/10−gene x/y windows (heatmap range: 1−5+ hits/window)
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Psomniferum: gene rank order position (62987 genes w/ blast hits), grids every 1000 genes
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Blast hits where query and target are in the same orthogroup, 21/21−gene x/y windows (heatmap range: 1−5+ hits/window)
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Vitis: gene rank order position (17224 genes w/ blast hits), grids every 1000 genes
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Blast hits where query and target are in the same orthogroup, 10/10−gene x/y windows (heatmap range: 1−5+ hits/window)
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Vitis: gene rank order position (16637 genes w/ blast hits), grids every 1000 genes
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Blast hits where query and target are in the same orthogroup, 11/12−gene x/y windows (heatmap range: 1−5+ hits/window)
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Vitis: gene rank order position (17432 genes w/ blast hits), grids every 1000 genes
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Blast hits where query and target are in the same orthogroup, 9/9−gene x/y windows (heatmap range: 1−5+ hits/window)


