Anhang

6. Anhang

6.1. MessgroRen der Gehause der C. marmoreus-Gruppe

Tabelle 6.1 Mess

réRen zur Ermittlung der Indices von C. araneosus

C. araneosus 1 2 3 4 5 6 7

Lange (mm) 74,4 71 76,5 70,1| 833 729| 764

MD (mm) 4284 43,25| 44,33| 39,74| 50,83 | 41,65| 44,34

Hohe MD (mm) | 60,23| 57,52| 64,86| 57,95| 64,21 | 56,72 62,95

Spitze (mm) 7,61 4,91 575| 5,81 10,67 591| 6,66

Offnung (mm) |64,76| 64,78| 68,20| 62,91| 72,63| 64,58 | 68,83

Gewicht (g) 62,07| 61,96| 66,53| 59,2 88,96| 60,59( 70,84

Tabelle 6.2 Messgréfien zur Ermittlung der Indices von C. bandanus

C. bandanus 1 2 3 4 5 6

Lange (mm) 78,8 73,1 64,7 71,2 50| 72,1

MD (mm) 42,16| 38,85| 37,29| 40,55| 27,35| 41,70

Hoéhe MD (mm) |62,40| 59,20| 52,59| 54,58 | 39,40 | 61,61

Spitze (mm) 10,02 6,44 361| 6,67 495| 3,87

Offnung (mm) [66,25| 64,21| 60,96| 62,57 | 44,18| 66,04

Gewicht (g) 72,67| 5124| 4563| 64,6| 22,02| 70,11

Tabelle 6.3 Messgrofien zur Ermittlung der Indices von C. marmoreu

C. marmoreus 1 2 3 4 5 6 7 8 9 10
Lange (mm) 40,9 60,4 743| 744| 788| 76,1| 666| 57,7| 394| 84,7
MD (mm) 23,37| 3397| 41,89| 41,17| 42,40| 44,30| 36,24| 33,55| 20,68 | 45,65
Hoéhe MD (mm) | 30,22 | 49,04| 62,12| 60,21| 62,84 | 62,35| 51,04 | 47,76 | 31,08| 67,93
Spitze (mm) 6,68 4,16 518| 5,04| 664 661| 751| 462| 465| 7,51
Offnung (mm) [35,32| 56,35| 67,61| 66,52| 68,05| 68,02| 57,42| 52,53| 33,82| 73,76
Gewicht (g) 8,3| 40,78| 5954| 552| 69,28| 79,78| 32,16 | 37,44| 9,32| 80,43
Tabelle 6.4. MessgroBen zur Ermittlung der Indices von C. nicobaricus

C. nicobaricus 1 2 3 4 5 6 7

Lénge (mm) 67,9 81,1 79,2 82| 724| 781| 66,7

MD (mm) 38,65| 43,31| 4535| 42,64 | 39,59 | 44,83| 37,30

Hoéhe MD (mm) |52,80| 65,16| 63,65| 61,88 | 58,77 | 62,48| 54,93

Spitze (mm) 6,76 8,26 6,00| 10,28| 5,23| 7,28| 6,72

Offnung (mm) [59,32| 7151| 69,89| 70,39| 64,37 | 69,41 | 59,66

Gewicht (g) 50,42 63,4| 72,07| 61,76 | 49,46| 69,58| 41,45
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Tabelle 6.5. MessgroRen zur Ermittlung
der Indices von C. nigrescens

C. nigrescens 1 2
Lange (mm) 26,7 32,6
MD (mm) 14,82 18,29
Héhe MD (mm) [ 20,55| 25,43
Spitze (mm) 3,16 3,9
Offnung (mm) |23,63| 29,03
Gewicht (g) 2,97 4,04

Tabelle 6.6 Mess

roRen zur Ermittelung der Indices von C. nocturnus

C. nocturnus 1 2 3 4 5 6 7 8 9 10
Lange (mm) 51,5 615| 546| 52,7| 381| 39,8 338| 31,3| 286| 461
MD (mm) 26,42| 28,65| 27,98| 26,65| 19,28| 19,40| 17,18| 16,47 | 13,19| 22,30
Hoéhe MD (mm) [ 39,86| 43,87| 43,00| 39,72| 28,91| 29,07| 2541 2251| 19,38| 36,86
Spitze (mm) 5,08 953| 804| 8,78 412| 672| 4,78| 558| 551| 546
Offnung (mm) |45,88| 51,57 | 46,81 | 44,22| 32,13 | 33,43 | 28,97 | 25,72 | 22,52 | 37,46
Gewicht (g) 21,83| 2596| 24,1| 2122| 7,93 8| 497| 455 281| 1345
Tabelle 6.7 Messgrofien zur Ermittelung der Indices bei C. vidua

C. vidua 1 2 3 4 5 6

Lange (mm) 57,3 89,1| 425| 321| 304| 355

MD (mm) 34,20| 48,64 | 23,89| 17,44| 1591 | 17,21

héhe MD (mm) [48,51| 68,67| 3594| 26,60| 24,89| 26,68

Spitze (mm) 1,13 914| 293| 2,82 261| 4,60

Offnung (mm) [54,92| 76,14| 38,79| 28,76| 26,89 | 29,92

Gewicht (g) 40,42| 100,5| 13,63| 5,97| 4,19| 6,01
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6.2 Molekulare Phylogenie

6.2.1 Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes

Tabelle 6.8 Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

1 marmoreus 2 marmoreusl 3 aureus 4 araneosus 5 texile 6 nigrescens 7 pennaceus 8 canonicus

1 marmoreus -

2 marmoreusl 0,00% -

3 | aureus 5,98% 5,98% -

4 | araneosus 3,61% 3,61% 6,49% -

5 | textile 6,44% 6,44% 527% 6,70% -

6 nigrescens 1,19% 1,19% 6,70% 4,32% 6,68% -

7 | pennaceus 8,14% 8,14% 6,91% 8,17% 7,19% 8,85% -

8 | canonicus 6,92% 6,92% 5,98% 7,19% 2,86% 7,16% 6,46% -

9 | distans 11,05% 11,05% 10,12% 10,62% 11,31% 10,80% 12,75% 11,55%
10 | gloriamaris 5,73% 5,73% 4,.29% 5,99% 431% 597% 6,91% 5,02%
11 | ammiralis 6,21% 6,21% 5,26% 6,47% 3,10% 6,92% 7,65% 3,10%
12 | aulicus 7,19% 7,19% 6,68% 6,26% 577% 7,20% 6,46% 5,27%
13 | magnificus 6,20% 6,20% 5,73% 6,73% 7,17% 6,92% 7,39% 6,93%
14 | bandanus 1,43% 1,43% 6,93% 4,09% 6,92% 1,19% 8,61% 7,39%
15 | dalli 6,70% 6,70% 5,76% 7,45% 2,63% 6,94% 6,47% 1,20%
16 | natalis 6,93% 6,93% 7,19% 7,43% 6,68% 7,64% 8,86% 7,16%
17 | nocturnus2 0,95% 0,95% 6,46% 3,61% 6,45% 1,19% 9,09% 6,92%
18 | nocturnusl 1,19% 1,19% 6,70% 3,85% 6,68% 0,95% 8,85% 7,16%
19 | vidua 0,71% 0,71% 6,70% 4,33% 7,16% 1,43% 8,85% 7,16%
20 | legatus 6,69% 6,69% 3,36% 5,99% 3,81% 7,40% 5,98% 3,58%
21 | victoriae 6,00% 6,00% 3,59% 6,04% 4,81% 5,76% 6,45% 5,04%
22 | omaria 7,18% 7,18% 5,72% 6,26% 5,28% 7,90% 6,43% 5,74%
23 | anemone 9,11% 9,11% 8,35% 8,88% 8,85% 9,35% 10,48% 9,33%
24 | aurisiacus 8,60% 8,60% 7,40% 8,65% 8,37% 8,84% 8,35% 8,36%
25 | brunneus 8,62% 8,62% 8,88% 9,38% 10,06% 8,14% 9,12% 9,83%
26 | burryae 10,31% 10,31% 10,07% 9,86% 10,54% 10,77% 11,73% 10,30%
27 | cargilei 9,82% 9,82% 10,09% 9,60% 9,82% 10,30% 10,80% 9,35%
28 | cedonuli 8,17% 8,17% 9,36% 9,41% 10,32% 8,64% 10,55% 10,09%
29 | cingulatus 8,18% 8,18% 6,77% 8,24% 6,98% 8,89% 10,12% 7,49%
30 [ sanderi 9,12% 9,12% 8,91% 8,67% 9,12% 9,60% 10,34% 9,85%
31 | donnae 9,60% 9,60% 9,87% 8,90% 9,59% 10,07% 10,81% 9,13%
32 | daucus 8,94% 8,94% 9,69% 8,70% 9,39% 9,17% 10,85% 8,92%
33 | flavescens 10,56% 10,56% 10,35% 10,10% 8,63% 11,03% 10,81% 8,86%
34 | fontonae 6,95% 6,95% 6,73% 6,97% 7,66% 7,90% 9,35% 7,67%
35 | caribbaeus 11,32% 11,32% 11,59% 10,85% 9,61% 11,79% 12,27% 9,85%
36 | frigidus 8,64% 8,64% 8,68% 9,12% 9,12% 9,60% 10,10% 9,61%
37 | ermineus 6,71% 6,71% 7,22% 7,44% 7,91% 7,67% 8,41% 7,67%
38 | generalis 9,86% 9,86% 10,17% 10,63% 10,60% 10,10% 11,83% 10,13%
39 [ geographus 7,69% 7,69% 8,69% 8,68% 8,17% 8,65% 9,87% 9,12%
40 | gladiator 8,63% 8,63% 8,18% 8,18% 8,16% 9,10% 11,04% 8,64%
41 | gradatulus 8,40% 8,40% 7,96% 8,21% 9,64% 8,64% 10,61% 9,62%
42 | jaspideus 14,33% 14,33% 14,83% 14,38% 13,85% 14,32% 14,56% 14,59%
43 | lindae 8,18% 8,18% 6,77% 8,23% 6,75% 8,90% 9,89% 7,48%
44 | litoglyphus 8,18% 8,18% 9,81% 7,23% 9,83% 8,41% 11,24% 10,08%
45 | mahogani 14,92% 14,92% 15,42% 15,18% 14,90% 14,90% 15,65% 15,40%
46 | mus 9,15% 9,15% 9,19% 8,69% 8,66% 9,38% 11,32% 9,38%
47 | nux 9,36% 9,36% 8,93% 8,42% 9,84% 9,85% 10,12% 10,57%
48 | obscurus 6,70% 6,70% 8,39% 8,40% 7,89% 7,89% 9,83% 8,13%
49 | patricius 8,13% 8,13% 7,90% 8,16% 6,96% 8,38% 9,55% 6,70%
50 | planorbis 8,50% 8,50% 10,67% 9,23% 11,15% 7,78% 12,84% 12,12%
51 | princeps 8,92% 8,92% 8,70% 8,22% 9,15% 9,16% 10,84% 8,66%
52 | purpurascens 577% 577% 6,73% 6,74% 7,68% 6,01% 8,43% 7,44%
53 [ quercinus 6,48% 6,48% 6,27% 6,48% 6,96% 7,20% 8,42% 6,47%
54 | richardbinghami 8,92% 8,92% 9,42% 8,44% 9,15% 8,91% 10,63% 8,42%
55 | stimpsoni 8,63% 8,63% 8,17% 7,93% 7,91% 8,87% 10,56% 8,63%
56 | tinianus 9,57% 9,57% 8,64% 8,63% 9,80% 9,81% 10,30% 10,75%
57 | vanhyningi 15,23% 15,23% 14,97% 15,26% 13,74% 15,20% 14,43% 14,23%
58 | varius 8,68% 8,68% 8,18% 8,69% 9,63% 9,16% 9,61% 9,39%
59 | vexillum 11,31% 11,31% 10,12% 10,61% 11,54% 11,30% 11,55% 12,26%
60 | villepinii 8,87% 8,87% 8,41% 8,17% 8,15% 9,11% 10,80% 8,87%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

9 distans 10 gloriamaris 11 ammiralis 12 aulicus 13 magnificus 14 bandanus 15 dalli 16 natalis
9 | distans -
10 | gloriamaris 10,57% -
11 | ammiralis 11,07% 5,02% -
12 | aulicus 11,80% 6,45% 6,48% -
13 | magnificus 11,01% 6,91% 6,69% 5,26% -
14 | bandanus 11,76% 6,20% 6,68% 6,95% 6,67% -
15 | dalli 11,82% 4,32% 2,87% 6,02% 7,19% 7,17% -
16 | natalis 11,80% 6,94% 5,73% 8,42% 8,37% 7,40% 6,94% -
17 | nocturnus2 11,28% 5,73% 6,68% 6,71% 7,16% 1,43% 6,70% 7,40%
18 | nocturnusl 11,28% 5,96% 6,92% 6,71% 6,92% 1,19% 6,94% 7,64%
19 | vidua 10,81% 6,45% 6,92% 7,91% 6,92% 2,14% 6,94% 7,64%
20 | legatus 10,58% 3,60% 4,53% 5,55% 5,99% 7,86% 4,06% 7,16%
21 | victoriae 11,09% 2,63% 4,80% 6,24% 6,22% 5,99% 5,28% 7,21%
22 | omaria 10,83% 6,20% 5,98% 5,26% 7,15% 8,13% 6,48% 6,95%
23 | anemone 12,06% 8,83% 8,62% 8,86% 9,79% 9,59% 8,87% 10,06%
24 | aurisiacus 12,27% 7,63% 8,36% 9,10% 10,04% 9,77% 8,38% 9,33%
25 | brunneus 11,03% 8,13% 9,82% 10,58% 8,85% 9,33% 9,85% 10,53%
26 | burryae 12,71% 10,31% 10,31% 10,34% 9,81% 11,49% 10,33% 11,50%
27 | cargilei 12,77% 9,61% 9,58% 10,12% 10,30% 11,02% 10,34% 10,53%
28 | cedonuli 12,07% 10,55% 9,61% 10,33% 9,59% 9,36% 10,59% 11,04%
29 | cingulatus 12,55% 8,66% 7,24% 7,74% 7,69% 9,38% 7,98% 9,88%
30 [ sanderi 11,86% 9,38% 9,13% 9,18% 9,60% 10,32% 9,85% 10,79%
31 | donnae 12,55% 9,38% 8,88% 9,42% 9,84% 10,32% 10,12% 10,07%
32 | daucus 13,14% 9,18% 9,41% 9,21% 10,14% 9,42% 9,92% 10,13%
33 | flavescens 13,98% 9,86% 9,34% 9,90% 10,55% 11,95% 9,36% 11,49%
34 | fontonae 13,26% 7,67% 6,95% 7,23% 6,48% 7,66% 7,69% 8,86%
35 | caribbaeus 15,24% 11,33% 10,34% 10,64% 11,77% 12,51% 9,87% 12,50%
36 | frigidus 12,31% 9,38% 8,16% 9,67% 9,14% 8,87% 8,91% 11,03%
37 | ermineus 12,09% 7,70% 7,66% 7,24% 8,39% 7,91% 8,17% 9,09%
38 | generalis 13,72% 9,40% 10,36% 10,17% 10,34% 11,06% 10,40% 12,53%
39 | geographus 13,29% 8,90% 8,88% 8,93% 9,64% 8,88% 9,14% 10,81%
40 | gladiator 11,58% 8,42% 7,68% 8,45% 8,12% 9,35% 8,65% 10,30%
41 | gradatulus 12,11% 8,65% 8,92% 8,93% 8,43% 8,89% 9,66% 10,60%
42 | jaspideus 16,24% 15,33% 14,08% 13,82% 13,60% 14,58% 14,61% 14,56%
43 | lindae 12,82% 8,41% 7,24% 7,74% 7,93% 9,38% 7,74% 9,65%
44 | litoglyphus 13,70% 10,28% 9,36% 9,83% 10,55% 8,65% 10,10% 10,80%
45 | mahogani 16,23% 15,37% 15,41% 14,67% 13,72% 15,14% 15,71% 15,14%
46 | mus 11,87% 9,17% 8,91% 8,47% 8,16% 9,87% 9,40% 10,34%
47 | nux 13,07% 9,16% 9,12% 9,44% 8,43% 9,61% 9,87% 10,56%
48 | obscurus 12,04% 9,35% 7,41% 8,89% 8,15% 7,88% 8,14% 9,09%
49 | patricius 12,02% 7,89% 7,19% 6,94% 8,33% 9,07% 7,20% 9,34%
50 | planorbis 12,86% 11,63% 11,13% 11,41% 9,92% 8,51% 12,15% 11,38%
51 | princeps 11,88% 8,69% 8,19% 8,23% 8,92% 9,40% 8,93% 10,60%
52 | purpurascens 10,88% 7,21% 7,19% 6,99% 7,44% 6,25% 7,44% 8,64%
53 [ quercinus 10,59% 6,48% 5,76% 7,01% 6,03% 6,95% 6,24% 7,70%
54 | richardbinghami 12,58% 8,93% 9,15% 8,95% 9,65% 9,64% 9,42% 9,63%
55 | stimpsoni 11,08% 8,65% 8,15% 8,43% 9,59% 9,59% 8,65% 9,83%
56 | tinianus 13,22% 9,35% 9,80% 8,65% 10,03% 10,06% 10,30% 10,03%
57 | vanhyningi 17,35% 15,44% 14,22% 14,22% 13,76% 15,45% 14,54% 15,19%
58 | varius 12,09% 8,64% 9,38% 9,87% 9,39% 9,63% 9,63% 10,35%
59 [ vexillum 14,93% 11,54% 11,30% 9,89% 10,08% 11,79% 12,28% 12,97%
60 | villepinii 11,08% 8,88% 8,39% 8,67% 9,82% 9,83% 8,89% 9,59%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

17 nocturnus2 18 nocturnusl 19 vidua 20 legatus 21 victoriae 22 omaria 23 anemone 24 aurisiacus
17 | nocturnus2 -
18 | nocturnusl 0,24% -
19 | vidua 1,67% 1,91% -
20 | legatus 7,16% 7,40% 7,40% -
21 | victoriae 6,00% 5,76% 6,72% 3,85% -
22 | omaria 7,18% 7,42% 7,90% 5,76% 6,22% -
23 | anemone 9,59% 9,83% 8,87% 7,66% 8,61% 10,01% -
24 | aurisiacus 9,08% 9,32% 8,84% 6,68% 7,41% 8,60% 9,54% -
25 | brunneus 9,33% 9,09% 8,38% 8,40% 8,88% 10,54% 10,54% 10,29%
26 | burryae 10,77% 11,01% 10,06% 10,31% 10,56% 10,03% 8,11% 9,80%
27 | cargilei 10,07% 10,30% 9,59% 9,33% 10,36% 9,83% 9,12% 8,65%
28 | cedonuli 8,89% 9,12% 7,92% 9,84% 10,09% 9,83% 9,34% 10,54%
29 | cingulatus 8,42% 8,66% 8,66% 7,24% 7,00% 7,70% 9,16% 8,20%
30 | sanderi 9,60% 9,84% 8,89% 9,35% 9,64% 9,13% 7,20% 8,16%
31 | donnae 9,84% 10,08% 9,36% 9,12% 10,13% 9,84% 8,64% 8,41%
32 | daucus 9,18% 9,18% 9,19% 9,39% 9,69% 9,40% 9,40% 8,91%
33 | flavescens 11,03% 11,27% 10,32% 9,33% 10,85% 10,08% 9,58% 9,09%
34 | fontonae 7,41% 7,65% 7,67% 6,47% 7,45% 7,67% 7,46% 8,60%
35 | caribbaeus 11,80% 12,03% 11,08% 10,82% 12,08% 10,83% 10,31% 10,58%
36 | frigidus 9,36% 9,60% 9,36% 9,13% 8,45% 9,87% 8,42% 11,05%
37 | ermineus 7,43% 7,67% 7,44% 6,71% 7,48% 7,45% 7,22% 8,16%
38 | generalis 9,86% 10,10% 9,63% 9,87% 10,66% 9,90% 9,42% 10,36%
39 | geographus 7,69% 7,93% 8,41% 8,65% 8,93% 8,20% 9,89% 9,86%
40 | gladiator 9,35% 9,58% 8,39% 7,90% 8,92% 8,89% 577% 9,83%
41 | gradatulus 8,40% 8,64% 8,64% 7,47% 8,71% 10,36% 6,31% 9,63%
42 | jaspideus 14,83% 14,82% 14,59% 14,81% 15,09% 14,56% 15,82% 14,24%
43 | lindae 8,42% 8,66% 8,67% 7,00% 6,99% 7,70% 9,39% 8,19%
44 | litoglyphus 8,42% 8,65% 7,46% 9,83% 10,79% 9,81% 10,27% 11,25%
45 | mahogani 15,65% 15,64% 15,16% 14,90% 15,20% 15,63% 16,14% 14,63%
46 | mus 9,87% 10,11% 8,91% 8,66% 9,92% 9,15% 6,99% 10,08%
47 | nux 10,09% 9,85% 10,09% 8,88% 9,18% 10,60% 7,96% 10,10%
48 | obscurus 7,65% 7,89% 7,41% 8,61% 8,41% 8,88% 10,31% 10,06%
49 | patricius 8,37% 8,61% 8,37% 6,68% 7,68% 7,64% 7,85% 9,04%
50 | planorbis 8,74% 8,50% 8,26% 11,13% 11,17% 11,87% 10,40% 13,55%
51 | princeps 9,15% 9,39% 8,67% 7,71% 8,47% 9,39% 4,82% 9,17%
52 | purpurascens 6,25% 6,01% 6,50% 6,49% 6,50% 7,45% 6,98% 8,64%
53 | guercinus 6,96% 7,20% 7,19% 577% 6,28% 7,45% 7,97% 8,17%
54 | richardbinghami 8,92% 8,92% 9,17% 9,14% 9,44% 8,93% 9,62% 8,67%
55 | stimpsoni 8,87% 9,11% 8,39% 8,63% 8,92% 8,39% 6,94% 7,44%
56 | tinianus 10,05% 10,29% 9,33% 8,84% 9,14% 8,86% 3,34% 9,35%
57 | vanhyningi 15,71% 15,71% 15,48% 14,71% 15,26% 14,94% 15,96% 14,41%
58 | varius 8,91% 9,15% 9,16% 7,96% 8,64% 9,61% 9,85% 8,90%
59 [ vexillum 11,79% 11,55% 11,55% 11,06% 10,12% 10,33% 11,05% 11,06%
60 | villepinii 9,11% 9,35% 8,63% 8,86% 9,16% 8,63% 7,18% 7,68%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)
25 brunneus 26 burryae 27 cargilei 28 cedonuli 29 cingulatus 30 sanderi 31 donnae 32 daucus

25 | brunneus -
26 | burryae 10,74% -
27 | cargilei 9,10% 6,70% -
28 | cedonuli 8,84% 9,56% 8,44% -
29 | cingulatus 11,51% 8,18% 8,90% 9,15% -
30 | sanderi 9,82% 4,28% 5,50% 8,66% 7,70% -
31 | donnae 9,12% 6,70% 0,96% 8,45% 8,68% 5,51% -
32 | daucus 9,65% 7,22% 2,65% 8,47% 7,98% 6,00% 2,64% -
33 | flavescens 10,77% 7,13% 6,45% 10,56% 8,65% 5,70% 6,46% 6,97%
34 | fontonae 9,81% 8,87% 10,29% 10,32% 8,41% 8,85% 9,84% 9,86%
35 | caribbaeus 11,99% 7,87% 7,90% 11,32% 9,40% 6,43% 7,91% 7,92%
36 | frigidus 11,96% 11,00% 12,68% 10,80% 8,39% 11,47% 12,22% 11,81%
37 | ermineus 11,00% 10,06% 10,04% 9,12% 8,67% 9,57% 10,07% 9,38%
38 | generalis 11,02% 9,59% 10,55% 11,09% 9,84% 8,88% 10,58% 10,11%
39 | geographus 11,49% 11,25% 11,99% 12,03% 9,14% 10,28% 12,02% 11,33%
40 | gladiator 10,04% 7,38% 7,62% 10,09% 9,60% 6,43% 7,16% 8,15%
41 | gradatulus 11,02% 10,10% 10,84% 10,15% 8,93% 9,85% 10,39% 10,88%
42 | jaspideus 16,47% 15,02% 14,98% 17,34% 14,53% 15,45% 14,75% 13,77%
43 | lindae 11,77% 8,19% 8,91% 9,63% 0,24% 8,19% 8,69% 8,68%
44 | litoglyphus 10,77% 10,51% 10,56% 10,34% 10,57% 8,64% 9,84% 9,91%
45 | mahogani 16,05% 16,10% 16,55% 17,15% 15,87% 16,35% 15,85% 15,13%
46 | mus 11,04% 8,37% 8,12% 10,84% 10,12% 6,92% 7,65% 9,10%
47 | nux 12,25% 12,03% 13,38% 11,79% 10,58% 12,22% 12,69% 12,04%
48 | obscurus 10,33% 11,04% 10,10% 10,10% 8,22% 9,16% 9,61% 9,20%
49 | patricius 9,58% 8,34% 9,11% 9,35% 6,76% 7,42% 8,63% 8,88%
50 | planorbis 11,86% 13,05% 12,33% 10,68% 11,38% 11,62% 11,57% 11,47%
51 | princeps 10,62% 7,20% 8,41% 8,74% 8,95% 6,03% 7,64% 8,47%
52 | purpurascens 10,35% 10,59% 11,05% 9,18% 8,47% 9,13% 10,83% 9,92%
53 | guercinus 10,07% 9,84% 9,87% 9,64% 8,46% 9,14% 9,16% 10,18%
54 | richardbinghami 9,87% 7,69% 2,41% 8,71% 7,99% 6,25% 2,42% 0,48%
55 | stimpsoni 9,36% 4,28% 5,50% 8,44% 6,77% 1,19% 5,26% 5,78%
56 | tinianus 11,24% 8,58% 9,77% 10,33% 9,37% 7,15% 8,82% 9,60%
57 | vanhyningi 17,32% 15,15% 16,11% 17,97% 14,92% 15,86% 15,39% 14,42%
58 | varius 10,83% 11,06% 10,12% 9,42% 10,15% 10,12% 10,14% 9,72%
59 | vexillum 11,80% 12,29% 12,75% 11,57% 9,21% 10,62% 11,81% 12,14%
60 | villepinii 9,60% 4,52% 5,74% 8,68% 7,01% 1,43% 5,50% 6,02%

Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

33 flavescens 34 fontonae 35 caribbaeus 36 frigidus 37 ermineus 38 generalis 39 geographus 40 gladiator
33 | flavescens -
34 | fontonae 9,54% -
35 | caribbaeus 1,42% 10,30% -
36 | frigidus 13,36% 9,79% 14,11% -
37 | ermineus 10,27% 7,65% 11,02% 9,55% -
38 | generalis 11,73% 10,05% 12,49% 11,27% 9,34% -
39 [ geographus 11,45% 7,65% 12,21% 10,51% 9,80% 11,03% -
40 | gladiator 9,04% 8,11% 9,76% 9,80% 9,57% 9,56% 10,75% -
41 | gradatulus 10,80% 7,46% 12,01% 10,59% 8,17% 8,39% 8,89% 9,37%
42 | jaspideus 15,19% 15,44% 16,46% 14,78% 15,96% 14,22% 16,55% 14,19%
43 | lindae 8,18% 8,64% 9,14% 8,43% 8,65% 9,84% 9,16% 9,85%
44 | litoglyphus 10,31% 9,13% 11,05% 11,51% 11,51% 9,60% 12,28% 7,22%
45 | mahogani 16,06% 16,31% 17,31% 15,32% 16,31% 15,58% 17,61% 15,80%
46 | mus 9,76% 8,84% 10,71% 10,56% 10,32% 9,60% 11,51% 1,67%
47 | nux 12,92% 7,17% 13,67% 8,85% 7,67% 11,51% 10,78% 10,28%
48 | obscurus 10,33% 7,70% 11,08% 9,62% 9,84% 12,06% 7,46% 10,10%
49 | patricius 9,53% 7,65% 10,05% 9,87% 7,92% 7,91% 9,61% 7,67%
50 | planorbis 13,07% 11,14% 13,83% 14,04% 11,40% 11,67% 11,63% 10,68%
51 | princeps 9,36% 8,44% 10,11% 10,35% 7,74% 8,94% 10,87% 6,26%
52 | purpurascens 10,82% 7,20% 11,58% 8,67% 2,15% 9,88% 9,38% 7,95%
53 | quercinus 9,35% 7,20% 10,57% 7,90% 9,11% 11,06% 8,64% 7,69%
54 | richardbinghami 7,44% 9,61% 8,40% 12,51% 9,83% 10,36% 11,80% 8,17%
55 | stimpsoni 4,77% 8,15% 5,51% 11,52% 9,35% 8,64% 10,57% 5,75%
56 | tinianus 10,24% 8,85% 10,98% 10,78% 8,36% 10,30% 11,26% 6,45%
57 | vanhyningi 15,32% 15,83% 16,58% 14,89% 16,12% 14,61% 16,67% 15,06%
58 | varius 10,85% 8,91% 12,31% 11,79% 8,19% 9,90% 11,36% 11,34%
59 | vexillum 13,01% 10,37% 13,76% 11,56% 10,83% 11,59% 11,36% 10,35%
60 | villepinii 5,00% 8,40% 5,74% 11,76% 9,59% 8,89% 10,81% 5,99%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

41 gradatulus 42 jaspideus 43 lindae 44 litoglyphus 45 mahogani 46 mus 47 nux 48 obscurus 49 patricius

41 | gradatulus -

42 | jaspideus 14,95% -

43 | lindae 8,92% 14,48% -

44 | litoglyphus 11,31% 14,72% 10,62% -

45 | mahogani 15,81% 5,71% 15,86% 16,06% -

46 | mus 10,33% 14,19% 10,34% 7,97% 15,07% -

47 [ nux 9,18% 15,76% 10,60% 11,06% 15,63% 11,03% -

48 | obscurus 9,41% 16,13% 8,47% 11,52% 17,19% 10,63% 10,83% -

49 | patricius 8,17% 14,79% 7,23% 8,88% 15,39% 7,43% 9,88% 9,12% -

50 | planorbis 9,99% 15,75% 11,44% 10,36% 16,55% 10,47% 12,09% 11,35% 10,19%

51 | princeps 7,53% 14,90% 8,75% 9,62% 14,95% 7,23% 9,63% 10,37% 6,24%

52 | purpurascens 8,69% 16,05% 8,23% 10,32% 16,16% 8,21% 7,70% 9,13% 6,97%

53 [ quercinus 7,97% 14,87% 8,48% 11,29% 14,43% 7,98% 9,40% 8,41% 7,21%

54 | richardbinghami 11,31% 13,79% 8,47% 10,10% 14,63% 8,42% 11,57% 9,64% 8,17%

55 | stimpsoni 9,39% 14,32% 7,02% 8,38% 15,39% 6,00% 11,52% 8,88% 6,45%

56 | tinianus 7,69% 15,74% 9,16% 9,80% 15,56% 6,23% 9,36% 11,95% 7,86%

57 | vanhyningi 15,35% 2,49% 14,87% 15,35% 4,94% 15,06% 16,13% 17,26% 15,17%

58 | varius 9,19% 13,05% 9,93% 9,56% 12,92% 11,86% 10,86% 10,84% 9,38%

59 [ vexillum 9,45% 16,42% 9,44% 11,97% 17,20% 10,39% 11,53% 12,00% 11,04%

60 | villepinii 9,63% 14,57% 7,26% 8,62% 15,63% 6,24% 11,77% 9,12% 6,69%
Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

50 planorbis 51 princeps 52 purpurascens 53 quercinus 54 richardbinghami 55 stimpsoni 56 tinianus
50 | planorbis -
51 | princeps 10,65% -
52 | purpurascens 9,91% 7,94% -
53 | guercinus 11,62% 7,71% 8,16% -
54 | richardbinghami 11,87% 8,90% 10,08% 10,09% -
55 | stimpsoni 11,09% 6,20% 8,85% 8,38% 5,50% -
56 | tinianus 11,57% 5,96% 8,13% 9,09% 9,56% 6,65% -
57 | vanhyningi 16,63% 15,29% 16,50% 15,01% 14,19% 14,71% 15,89%
58 | varius 10,38% 8,94% 8,41% 10,61% 10,14% 10,10% 10,55%
59 [ vexillum 13,46% 11,06% 10,78% 11,32% 12,75% 11,01% 10,53%
60 | villepinii 11,33% 6,44% 9,10% 8,61% 5,74% 0,24% 6,88%

Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-
Sequenzen des 16S rRNA-Genabschnittes (in %)

57 vanhyningi 58 varius 59 vexillum 60 villepinii
57 | vanhyningi -
58 | varius 13,98% -
59 [ vexillum 16,54% 12,51% -
60 | villepinii 14,96% 10,34% 11,25% -
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

1 marmoreus 2 marmoreusl 3 aureus 4 araneosus 5 texile 6 nigrescens 7 pennaceus 8 canonicus
61 | virgo 9,33% 9,33% 7,95% 8,90% 8,87% 9,56% 9,86% 9,12%
62 | dorreensis 9,45% 9,45% 9,41% 9,24% 8,48% 10,17% 9,16% 9,93%
63 | infrenatus 10,10% 10,10% 10,39% 8,73% 10,89% 10,35% 12,09% 11,12%
64 | pertusus 11,79% 11,79% 10,10% 10,62% 10,82% 11,79% 11,75% 11,08%
65 | nanus 8,67% 8,67% 8,68% 7,96% 9,15% 9,39% 10,87% 10,11%
66 | sanguinolentus 11,24% 11,24% 11,30% 11,07% 9,12% 11,95% 13,46% 10,32%
67 | tessulatus 7,92% 7,92% 6,26% 7,95% 5,76% 8,64% 8,19% 8,16%
68 | arenatus 7,46% 7,46% 6,02% 6,05% 7,47% 8,18% 9,61% 8,19%
69 | anemone2 8,65% 8,65% 7,23% 8,44% 7,69% 8,89% 10,59% 9,13%
70 | mustelinus 11,61% 11,61% 10,89% 11,15% 12,09% 11,61% 11,59% 12,33%
71 | miles 11,35% 11,35% 10,88% 11,12% 11,81% 11,58% 12,52% 12,08%
72 | rattus 11,13% 11,13% 11,13% 10,43% 11,13% 11,12% 12,32% 12,10%
73 | ximenes 15,65% 15,65% 15,67% 15,43% 15,64% 15,61% 15,63% 16,15%
74 | verrucosus 16,22% 16,22% 16,24% 16,26% 15,48% 16,19% 14,94% 15,97%
75 | tabidus 9,14% 9,14% 8,69% 8,70% 8,43% 9,62% 11,57% 9,16%
76 | sponsalis 8,65% 8,65% 7,95% 7,45% 8,89% 8,89% 9,42% 9,85%
77 | lorenzianus 8,42% 8,42% 8,68% 7,96% 8,90% 9,14% 11,33% 8,66%
78 | recurvus 7,92% 7,92% 8,17% 7,70% 7,68% 7,68% 9,10% 7,93%
79 | orion 8,17% 8,17% 9,39% 8,43% 9,37% 8,65% 10,83% 9,14%
80 | granarius 8,45% 8,45% 9,19% 8,74% 9,90% 8,69% 10,63% 9,66%
81 | fergusoni 9,10% 9,10% 9,56% 7,43% 9,33% 8,86% 10,02% 8,62%
82 | diadema 11,11% 11,11% 12,07% 11,42% 11,37% 12,06% 13,28% 11,87%
83 | centurio 9,83% 9,83% 9,62% 9,13% 10,07% 9,59% 10,32% 10,07%
84 | violaceus 9,59% 9,59% 9,39% 9,39% 9,12% 10,79% 10,59% 9,38%
85 | puncticulatus 16,36% 16,36% 16,60% 17,62% 16,59% 16,33% 16,60% 17,09%
86 | poormani 9,81% 9,81% 9,35% 9,12% 9,10% 9,57% 10,31% 9,34%
87 | perplexus 15,62% 15,62% 15,37% 16,38% 15,13% 15,59% 15,61% 15,38%
88 | nussatella 6,51% 6,51% 7.27% 7,02% 6,76% 7,23% 8,70% 7,73%
89 | capitaneus 10,41% 10,41% 9,93% 10,40% 11,12% 9,93% 11,60% 11,62%
90 | carinatus 6,47% 6,47% 7,23% 747% 7,92% 6,71% 8,92% 7,93%
91 | muriculatus 11,30% 11,30% 10,63% 10,34% 9,87% 12,25% 11,35% 9,64%
92 | imperialis 11,51% 11,51% 12,99% 11,33% 13,21% 11,75% 12,24% 12,74%
93 | striatellus 9,89% 9,89% 11,32% 9,42% 11,57% 9,41% 12,27% 11,58%
94 | striatus 7,24% 7,24% 6,78% 7,75% 7,24% 7,96% 9,45% 8,46%
95 | vulpinus 7,77% 7,77% 10,17% 8,01% 10,18% 7,05% 11,61% 10,43%
96 | cuneolus 6,49% 6,49% 6,02% 6,28% 6,97% 7,21% 8,91% 7,21%
97 | bartschi 7,96% 7,96% 7,51% 8,97% 8,92% 7,73% 7,52% 8,46%
98 | ateralbus 8,17% 8,17% 6,99% 8,20% 7,45% 8,89% 9,89% 8,42%
99 | arcuatus 15,63% 15,63% 17,17% 16,17% 16,65% 15,61% 17,59% 16,91%
100 | lineolatus 8,49% 8,49% 8,74% 8,27% 9,21% 9,21% 10,67% 8,50%
101 | catus 6,94% 6,94% 7,44% 8,42% 8,14% 7,65% 9,61% 7,91%
102 | compressus 9,62% 9,62% 8,44% 8,91% 9,14% 9,85% 10,36% 9,86%
103 | tenuistriatus 10,10% 10,10% 11,31% 10,85% 12,03% 9,86% 13,24% 11,06%
104 | episcopatus 6,25% 6,25% 6,25% 7,00% 7,48% 6,97% 7.67% 7,45%
105 | memiae 15,45% 15,45% 15,20% 14,72% 14,96% 15,18% 15,64% 15,46%
106 | tribblei 10,49% 10,49% 9,53% 9,55% 9,52% 10,50% 12,00% 9,51%
107 | coffeae 9,83% 9,83% 10,56% 10,57% 11,27% 9,83% 12,73% 10,31%
108 | magus 6,23% 6,23% 7,47% 7,23% 7,69% 6,47% 9,16% 8,18%
109 | corallinus 7,92% 7,92% 7,95% 7,45% 8,64% 7,92% 9,14% 8,16%
110 | monachus 6,04% 6,04% 6,77% 6,06% 6,78% 6,77% 7,50% 6,52%
111 | californicus 13,40% 13,40% 14,19% 13,91% 15,14% 13,39% 14,18% 14,88%
112 | proximus 7.91% 7,91% 7,21% 7,48% 8,90% 8,14% 10,08% 9,14%
113 | parvulus 8,68% 8,68% 7,96% 8,70% 6,99% 8,45% 9,41% 6,99%
114 | musicus 10,27% 10,27% 10,06% 10,53% 10,04% 10,99% 10,80% 11,48%
115 | miliaris 8,48% 8,48% 8,47% 9,46% 8,73% 9,68% 9,66% 9,46%
116 | lividus 11,28% 11,28% 10,85% 10,87% 9,63% 12,00% 13,26% 10,36%
117 | bullatus 9,40% 9,40% 8,71% 10,41% 9,40% 9,64% 11,84% 9,88%
118 | coronatus 9,66% 9,66% 9,20% 9,44% 9,14% 10,38% 9,15% 9,43%
119 | circumactus 7,25% 7,25% 7,02% 7,78% 8,47% 7,47% 8,45% 7,77%
120 | cinereus 7,73% 7,73% 8,00% 6,80% 8,48% 7,96% 9,91% 8,24%
121 | chaldeus 9,65% 9,65% 9,15% 9,19% 9,17% 10,38% 9,63% 9,17%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

9 distans 10 gloriamaris 11 ammiralis 12 aulicus 13 magnificus 14 bandanus 15 dalli 16 natalis
61 | virgo 12,21% 8,88% 8,40% 8,46% 8,16% 8,83% 8,41% 10,09%
62 | dorreensis 14,02% 9,40% 8,72% 9,44% 7,50% 9,43% 9,46% 9,21%
63 | infrenatus 13,78% 10,85% 10,40% 9,93% 10,62% 10,59% 11,16% 12,32%
64 | pertusus 13,99% 10,81% 10,58% 9,86% 11,30% 12,27% 11,09% 12,74%
65 | nanus 13,07% 9,89% 9,38% 9,92% 9,89% 9,15% 9,89% 10,83%
66 | sanguinolentus 13,69% 10,80% 10,08% 10,38% 9,80% 11,72% 10,58% 11,99%
67 | tessulatus 12,27% 7,70% 7,43% 7,26% 8,65% 8,88% 7,93% 8,64%
68 | arenatus 12,76% 6,97% 6,98% 6,99% 7,20% 7,94% 8,20% 8,42%
69 | anemone2 12,32% 7,95% 7,68% 8,47% 8,41% 9,14% 8,43% 9,13%
70 | mustelinus 14,52% 11,60% 11,60% 10,91% 10,62% 12,10% 12,35% 12,33%
71 [ miles 15,23% 11,83% 10,38% 10,41% 11,10% 12,06% 12,10% 12,54%
72 | rattus 13,80% 12,08% 11,37% 11,14% 12,34% 11,61% 12,36% 12,58%
73 | ximenes 16,45% 15,60% 15,90% 15,16% 13,71% 15,87% 16,43% 16,14%
74 | verrucosus 17,05% 16,19% 16,22% 15,25% 14,76% 16,94% 16,26% 16,47%
75 | tabidus 12,09% 8,94% 8,19% 8,49% 8,15% 9,87% 9,17% 10,57%
76 | sponsalis 12,33% 8,19% 8,64% 8,47% 7,95% 8,66% 9,15% 9,84%
77 | lorenzianus 12,28% 8,68% 9,38% 8,21% 8,19% 9,38% 9,40% 9,86%
78 | recurvus 10,84% 8,15% 7,44% 7,23% 8,14% 8,40% 8,43% 9,12%
79 | orion 10,37% 9,40% 9,61% 9,91% 10,32% 9,37% 9,64% 9,60%
80 | granarius 11,85% 9,90% 8,71% 9,93% 9,19% 8,93% 9,67% 9,68%
81 | fergusoni 12,00% 9,32% 8,62% 7,92% 8,82% 9,11% 9,35% 10,54%
82 | diadema 13,53% 10,58% 10,42% 12,10% 10,37% 11,82% 11,65% 12,36%
83 | centurio 13,24% 9,85% 10,06% 8,92% 9,82% 10,07% 9,62% 11,26%
84 | violaceus 12,99% 10,34% 7,67% 9,66% 9,60% 10,55% 8,67% 11,05%
85 | puncticulatus 18,39% 17,32% 16,84% 17,10% 15,65% 17,07% 17,39% 16,60%
86 | poormani 11,33% 9,83% 9,08% 8,92% 9,82% 10,30% 9,84% 10,27%
87 | perplexus 17,40% 15,59% 14,88% 16,13% 13,93% 15,84% 15,67% 15,86%
88 | nussatella 11,87% 7,74% 7,24% 8,03% 8,71% 7,47% 7,49% 8,18%
89 | capitaneus 14,51% 10,16% 10,15% 10,44% 10,37% 10,42% 11,15% 11,85%
90 | carinatus 12,07% 7,95% 7,68% 8,21% 8,19% 6,93% 7,95% 8,16%
91 | muriculatus 12,53% 10,33% 8,43% 9,95% 8,67% 12,02% 10,14% 10,59%
92 | imperialis 15,16% 12,47% 12,24% 12,30% 12,00% 11,97% 13,25% 12,23%
93 | striatellus 11,82% 11,32% 11,57% 11,36% 10,80% 10,62% 11,61% 11,33%
94 | striatus 12,84% 6,76% 7,26% 8,01% 8,46% 7,71% 8,48% 9,16%
95 | vulpinus 12,11% 10,41% 9,68% 10,43% 8,95% 7,77% 10,20% 11,37%
96 | cuneolus 12,81% 6,97% 6,50% 6,54% 6,50% 6,97% 7,22% 8,65%
97 | bartschi 10,86% 7,00% 8,45% 9,74% 7,75% 8,93% 8,49% 9,63%
98 | ateralbus 13,27% 7,70% 7,21% 7,49% 7,47% 8,65% 8,19% 9,63%
99 | arcuatus 17,86% 17,05% 16,42% 16,90% 15,10% 15,86% 17,21% 17,12%
100 | lineolatus 11,68% 8,74% 7,99% 8,29% 8,47% 9,45% 8,75% 10,42%
101 | catus 12,05% 8,64% 7,66% 8,67% 9,36% 7,88% 8,16% 8,37%
102 | compressus 12,14% 8,93% 9,13% 8,97% 10,09% 10,10% 9,40% 9,85%
103 | tenuistriatus 13,33% 1157% 10,58% 10,15% 11,54% 10,35% 10,61% 12,51%
104 | episcopatus 11,58% 7,18% 7,21% 6,01% 0,72% 6,72% 7,71% 7,72%
105 | memiae 16,76% 15,92% 14,71% 14,22% 13,47% 15,43% 15,75% 15,43%
106 | tribblei 11,51% 10,05% 9,27% 10,04% 10,49% 11,00% 9,78% 10,74%
107 | coffeae 13,49% 10,82% 9,59% 9,89% 10,76% 10,32% 9,86% 11,74%
108 | magus 12,06% 7,71% 7,45% 8,46% 8,19% 6,70% 8,19% 7,68%
109 | corallinus 10,67% 7,711% 8,15% 7,02% 8,40% 8,41% 8,43% 8,88%
110 | monachus 11,58% 6,51% 7,02% 7,03% 6,04% 7,49% 7,03% 7,74%
111 | californicus 14,43% 14,58% 14,65% 14,44% 12,44% 13,65% 15,42% 13,66%
112 | proximus 13,47% 8,63% 8,41% 7,95% 8,63% 8,37% 9,15% 10,56%
113 | parvulus 11,64% 7,24% 7,47% 7,26% 8,18% 8,69% 7,25% 9,63%
114 | musicus 14,43% 9,59% 10,04% 11,06% 10,53% 11,24% 10,79% 10,99%
115 | miliaris 13,52% 9,39% 8,72% 9,45% 8,47% 8,94% 9,47% 10,44%
116 | lividus 13,47% 10,82% 10,11% 10,39% 9,58% 11,75% 10,61% 12,03%
117 | bullatus 14,51% 10,87% 10,36% 9,46% 10,87% 9,88% 10,39% 10,86%
118 | coronatus 14,32% 9,65% 9,41% 9,44% 9,67% 10,40% 9,44% 10,88%
119 | circumactus 11,37% 7,95% 8,00% 7,50% 6,52% 8,20% 8,27% 8,71%
120 | cinereus 12,53% 7,72% 7,75% 7,52% 7,711% 8,20% 8,49% 9,69%
121 | chaldeus 13,31% 9,58% 9,40% 9,65% 8,92% 10,13% 8,70% 10,63%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

17 nocturnus2 18 nocturnusl 19 vidua 20 legatus 21 victoriae 22 omaria 23 anemone 24 aurisiacus
61 | virgo 9,80% 9,56% 10,04% 8,39% 8,20% 8,90% 9,38% 10,58%
62 | dorreensis 10,42% 10,17% 10,17% 9,21% 9,18% 10,13% 11,80% 10,13%
63 | infrenatus 9,62% 9,87% 10,35% 9,42% 11,16% 10,41% 9.47% 11,14%
64 | pertusus 11,79% 12,03% 11,31% 10,35% 10,36% 10,57% 9,59% 9,87%
65 | nanus 9,15% 9,39% 9,40% 9,11% 9,44% 9,42% 8,21% 9,89%
66 | sanguinolentus 10,76% 11,00% 11,24% 11,03% 11,09% 10,11% 11,08% 12,00%
67 | tessulatus 8,16% 8,40% 8,64% 6,96% 7,25% 6,03% 9,38% 9,63%
68 | arenatus 7,46% 7,70% 8,18% 6,26% 6,03% 6,25% 6,24% 7,70%
69 | anemone2 9,13% 9,37% 8,41% 7,68% 7,49% 9,63% 2,40% 9,64%
70 | mustelinus 12,58% 12,34% 11,61% 11,36% 10,17% 10,63% 11,10% 10,15%
71 | miles 12,06% 12,30% 11,59% 11,59% 11,13% 10,62% 11,10% 10,61%
72 | rattus 11,61% 11,85% 11,37% 11,14% 11,38% 11,36% 11,10% 10,65%
73 | ximenes 16,39% 16,37% 15,90% 14,92% 15,44% 16,63% 16,38% 14,64%
74 | verrucosus 16,71% 16,69% 16,47% 15,74% 16,02% 15,46% 17,19% 15,44%
75 | tabidus 9,86% 10,10% 8,90% 8,42% 9,46% 9,16% 6,03% 10,12%
76 | sponsalis 9,13% 8,89% 9,38% 7,91% 8,23% 9,65% 7,48% 9,40%
77 | lorenzianus 8,65% 8,89% 8,66% 8,66% 9,43% 8,44% 10,85% 10,11%
78 | recurvus 8,16% 7,92% 8,16% 7,95% 7,95% 7,91% 7,41% 7,45%
79 | orion 8,65% 8,89% 7,94% 9,61% 9,67% 9,38% 7,68% 9,40%
80 | granarius 8,69% 8,93% 8,69% 9,42% 9,92% 9,90% 9,18% 10,64%
81 | fergusoni 9,58% 9,34% 8,62% 8,39% 9,11% 9,30% 547% 9,55%
82 | diadema 11,35% 11,58% 11,35% 11,87% 11,60% 11,09% 11,82% 11,57%
83 | centurio 10,07% 9,83% 9,59% 9,83% 10,12% 9,59% 7,65% 7,91%
84 | violaceus 10,55% 10,79% 10,31% 9,34% 10,63% 9,88% 10,59% 10,84%
85 | puncticulatus 17,10% 17,09% 16,61% 16,34% 17,13% 17,31% 17,81% 16,83%
86 | poormani 10,05% 9,81% 9,57% 9,82% 9,39% 9,11% 7,65% 8,14%
87 | perplexus 16,35% 16,34% 15,87% 14,88% 15,66% 16,34% 16,84% 15,12%
88 | nussatella 6,75% 6,99% 6,74% 7,48% 7,52% 7,28% 9,43% 9,18%
89 | capitaneus 10,90% 10,66% 10,42% 10,17% 9,69% 10,88% 10,63% 11,36%
90 | carinatus 6,95% 6,71% 7,19% 7,45% 6,78% 7,48% 8,45% 6,03%
91 | muriculatus 11,54% 11,78% 12,02% 9,39% 10,42% 9,90% 11,59% 10,38%
92 | imperialis 11,75% 11,99% 11,75% 12,77% 13,71% 12,24% 12,97% 12,99%
93 | striatellus 10,13% 10,12% 9,65% 11,07% 11,35% 12,02% 10,57% 12,28%
94 | striatus 7,24% 7,48% 7,97% 7,48% 6,56% 7,03% 8,48% 557%
95 | vulpinus 8,01% 7,77% 7,53% 9,92% 10,19% 10,64% 9,41% 12,58%
96 | cuneolus 6,73% 6,97% 7,21% 5,78% 6,76% 6,99% 7,22% 8,18%
97 | bartschi 8,92% 8,68% 7,71% 7,23% 7,52% 9,21% 9,92% 8,98%
98 | ateralbus 8,17% 8,41% 8,90% 7,45% 7,74% 8,93% 9,17% 9,40%
99 [ arcuatus 16,11% 16,11% 15,88% 16,89% 17,20% 17,34% 17,78% 16,36%
100 | lineolatus 9,21% 9,45% 8,24% 7,74% 8,54% 9,47% 4,85% 9,48%
101 | catus 7,42% 7,65% 7,66% 7,67% 7,71% 7,70% 9,12% 6,97%
102 | compressus 10,09% 10,33% 9,37% 7,92% 8,71% 9,64% 0,24% 9,67%
103 | tenuistriatus 10,58% 10,58% 9,38% 11,79% 12,57% 11,79% 9,62% 12,75%
104 | episcopatus 7,22% 6,97% 6,97% 6,30% 6,27% 7,22% 10,07% 10,09%
105 | memiae 15,69% 15,68% 15,69% 15,44% 15,50% 14,41% 16,11% 14,67%
106 | tribblei 10,49% 10,74% 9,76% 8,78% 10,32% 9,28% 6,60% 10,29%
107 | coffeae 10,31% 10,55% 9,11% 11,03% 12,05% 11,28% 9,09% 11,98%
108 | magus 6,71% 6,47% 6,95% 7,69% 6,54% 8,21% 8,93% 6,98%
109 | corallinus 8,40% 8,64% 8,17% 6,97% 8,24% 8,18% 5.27% 9,40%
110 | monachus 7,01% 7,26% 6,28% 5,82% 7,02% 6,52% 8,47% 7,51%
111 | californicus 14,37% 14,13% 13,64% 13,91% 14,46% 13,92% 16,13% 14,39%
112 | proximus 8,38% 8,62% 8,15% 7,71% 8,67% 8,65% 8,15% 7.93%
113 | parvulus 8,68% 8,44% 9,41% 6,73% 6,79% 8,20% 6,73% 8,92%
114 | musicus 11,23% 10,99% 11,00% 10,02% 10,10% 11,76% 10,79% 11,26%
115 | miliaris 9,45% 9,68% 9,19% 8,25% 9,69% 9,44% 12,30% 9,18%
116 | lividus 10,80% 11,04% 11,28% 10,58% 10,63% 10,37% 11,10% 12,04%
117 | bullatus 8,44% 8,68% 9,89% 10,36% 9,94% 8,46% 10,65% 9,39%
118 | coronatus 10,15% 10,39% 10,39% 8,92% 10,41% 9,39% 11,59% 8,93%
119 | circumactus 7,96% 7,95% 7,49% 7,29% 7,50% 7,96% 9,16% 8,45%
120 | cinereus 8,21% 8,45% 7,97% 7,77% 7,75% 7,98% 8,46% 7,75%
121 | chaldeus 10,14% 10,38% 9,90% 8,93% 10,37% 9,63% 10,82% 9,16%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Se

uenzen des 16S rRNA-Genabschnittes (in %)

25 brunneus 26 burryae 27 cargilei 28 cedonuli 29 cingulatus 30 sanderi 31 donnae 32 daucus
61 | virgo 10,07% 11,04% 11,96% 11,80% 8,62% 10,80% 11,73% 10,87%
62 | dorreensis 8,71% 10,90% 9,92% 10,18% 8,73% 9,46% 9,19% 9,27%
63 | infrenatus 12,50% 11,34% 11,36% 11,89% 10,41% 10,61% 10,91% 10,67%
64 | pertusus 11,06% 11,05% 11,34% 10,37% 10,43% 9,42% 10,39% 11,44%
65 | nanus 12,30% 11,29% 13,20% 10,66% 9,91% 11,05% 12,50% 11,89%
66 | sanguinolentus 11,49% 10,55% 11,72% 12,75% 11,33% 11,50% 10,77% 11,83%
67 | tessulatus 8,90% 10,32% 11,06% 9,40% 7.47% 8,91% 10,84% 10,18%
68 | arenatus 10,10% 8,66% 9,89% 8,69% 6,57% 7,98% 8,93% 8,76%
69 | anemone2 9,88% 7,92% 9,11% 9,42% 7,97% 6,48% 8,62% 9,18%
70 | mustelinus 12,09% 12,35% 12,82% 11,63% 10,94% 11,38% 11,87% 12,67%
71 | miles 13,72% 12,75% 13,47% 12,05% 10,59% 11,30% 12,77% 13,53%
72 | rattus 12,33% 12,80% 12,33% 9,94% 11,14% 10,86% 11,59% 11,68%
73 | ximenes 15,57% 15,85% 16,28% 16,92% 15,82% 16,37% 15,57% 15,20%
74 | verrucosus 16,91% 15,41% 16,32% 18,00% 15,39% 15,90% 16,10% 14,75%
75 | tabidus 9,83% 7,64% 7,88% 10,85% 9,64% 6,69% 7,42% 8,42%
76 | sponsalis 11,80% 11,54% 12,94% 11,60% 9,90% 11,52% 12,23% 11,36%
77 | lorenzianus 10,60% 11,07% 9,85% 11,38% 9,21% 9,65% 9,64% 8,49%
78 | recurvus 8,44% 5,28% 5,74% 7,94% 7,04% 3,63% 5,53% 5,56%
79 | orion 9,39% 6,46% 6,69% 8,20% 9,19% 5,25% 6,22% 6,74%
80 | granarius 8,68% 9,17% 9,68% 1,94% 9,22% 8,97% 8,94% 8,79%
81 | fergusoni 10,29% 8,81% 8,85% 9,33% 9,89% 6,95% 8,14% 8,67%
82 | diadema 12,51% 11,55% 12,30% 13,51% 12,74% 11,80% 11,60% 13,09%
83 | centurio 10,10% 5,26% 7,42% 8,91% 8,70% 4,30% 7,18% 6,02%
84 | violaceus 11,80% 10,86% 12,00% 12,07% 8,45% 10,37% 11,04% 11,36%
85 | puncticulatus 16,53% 17,03% 17,52% 16,59% 16,49% 17,31% 17,31% 15,86%
86 | poormani 9,38% 5,26% 6,44% 9,14% 7,97% 2,63% 6,21% 6,25%
87 | perplexus 16,27% 15,79% 16,26% 17,59% 16,01% 16,31% 15,55% 15,15%
88 | nussatella 9,90% 10,62% 11,03% 10,41% 7,73% 9,87% 10,80% 10,16%
89 | capitaneus 10,64% 12,58% 13,52% 10,66% 10,44% 11,60% 12,57% 12,90%
90 | carinatus 8,65% 7,92% 8,90% 9,21% 7,76% 7,70% 8,92% 8,02%
91 | muriculatus 12,52% 12,07% 11,77% 13,06% 10,41% 11,10% 11,08% 11,92%
92 | imperialis 10,56% 12,98% 10,14% 10,57% 12,56% 11,80% 9,67% 9,46%
93 | striatellus 10,64% 11,07% 11,07% 9,43% 11,66% 9,91% 10,84% 10,42%
94 | striatus 10,15% 9,63% 9,39% 10,22% 7,02% 7,95% 8,66% 9,22%
95 | vulpinus 10,68% 11,84% 11,63% 9,47% 10,74% 11,15% 11,16% 11,20%
96 | cuneolus 9,17% 8,41% 9,84% 10,14% 7,75% 8,41% 9,13% 9,20%
97 | bartschi 1,24% 9,67% 8,18% 8,00% 10,41% 8,95% 7,97% 8,48%
98 | ateralbus 10,83% 10,35% 11,52% 9,20% 7,28% 9,88% 10,82% 9,23%
99 | arcuatus 16,77% 17,03% 16,98% 18,12% 17,24% 17,81% 16,51% 15,89%
100 | lineolatus 10,43% 7,72% 8,21% 9,01% 8,98% 6,52% 7,46% 8,47%
101 | catus 10,32% 10,30% 9,86% 10,60% 9,21% 10,11% 9,64% 9,93%
102 | compressus 10,86% 8,41% 9,63% 9,68% 9,47% 7,71% 9,15% 9,91%
103 | tenuistriatus 12,08% 11,09% 11,58% 11,85% 11,45% 10,13% 10,88% 9,96%
104 | episcopatus 9,16% 9,88% 10,61% 10,12% 8,02% 9,90% 9,90% 10,43%
105 | memiae 15,46% 14,17% 14,86% 16,01% 14,47% 14,94% 14,89% 13,76%
106 | tribblei 11,50% 9,25% 10,49% 10,29% 10,58% 8,28% 9,53% 10,33%
107 | coffeae 11,78% 10,07% 10,09% 11,34% 10,92% 9,59% 9,37% 9,42%
108 | magus 8,42% 8,89% 8,89% 9,68% 8,24% 7,96% 8,90% 8,02%
109 | corallinus 9,17% 8,63% 9,32% 9,17% 8,94% 7,64% 8,61% 8,88%
110 | monachus 8,47% 9,20% 9,22% 8,25% 8,30% 8,52% 9,00% 9,05%
111 | californicus 14,33% 17,31% 16,13% 16,59% 15,90% 17,56% 15,44% 15,69%
112 | proximus 11,04% 9,59% 10,84% 9,62% 7,49% 8,69% 10,12% 10,19%
113 | parvulus 10,13% 10,10% 10,81% 9,70% 8,25% 8,87% 10,33% 9,64%
114 | musicus 13,42% 12,68% 13,85% 12,98% 10,31% 12,87% 13,87% 12,52%
115 | miliaris 8,45% 11,35% 10,16% 9,20% 9,74% 9,94% 9,19% 9,54%
116 | lividus 11,53% 10,58% 11,54% 12,56% 10,41% 11,32% 10,59% 11,64%
117 | bullatus 12,80% 11,34% 11,31% 10,91% 9,46% 10,14% 11,34% 10,71%
118 | coronatus 10,14% 10,60% 10,59% 10,38% 9,41% 10,39% 10,36% 10,17%
119 | circumactus 9,38% 10,61% 10,61% 9,65% 8,93% 10,14% 10,16% 10,43%
120 | cinereus 10,38% 9,16% 9,68% 8,46% 7,03% 8,47% 8,96% 8,54%
121 | chaldeus 10,11% 10,60% 10,37% 9,93% 9,44% 9,67% 9,89% 9,99%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

33 flavescens 34 fontonae 35 caribbaeus 36 frigidus 37 ermineus 38 generalis 39 geographus 40 gladiator
61 | virgo 12,45% 8,62% 13,21% 3,82% 11,02% 11,95% 9,82% 8,86%
62 | dorreensis 9,93% 8,72% 11,16% 10,67% 10,21% 11,89% 10,46% 10,89%
63 | infrenatus 11,32% 9,63% 12,55% 11,81% 10,59% 9,87% 10,12% 11,31%
64 | pertusus 12,07% 9,40% 12,83% 12,29% 10,87% 10,41% 11,10% 9,15%
65 | nanus 12,25% 8,16% 12,78% 10,09% 9,36% 12,29% 10,13% 9,89%
66 | sanguinolentus 11,49% 10,06% 12,24% 11,50% 11,76% 11,51% 9,83% 10,29%
67 | tessulatus 9,37% 6,97% 10,12% 10,34% 9,13% 10,60% 8,68% 8,43%
68 | arenatus 9,90% 6,03% 10,65% 7,71% 7,00% 8,47% 8,71% 7,48%
69 | anemone2 9,10% 7,21% 9,84% 8,90% 7,95% 9,41% 10,35% 6,49%
70 | mustelinus 13,30% 10,40% 14,05% 13,06% 11,14% 12,15% 12,58% 10,15%
71 | miles 13,43% 10,31% 14,19% 12,96% 11,06% 12,03% 12,00% 10,30%
72 | rattus 13,25% 11,59% 14,02% 13,53% 11,64% 13,06% 12,57% 11,37%
73 | ximenes 16,05% 15,56% 17,35% 15,08% 16,05% 15,06% 17,14% 15,58%
74 | verrucosus 16,08% 16,34% 17,40% 15,66% 16,14% 14,06% 17,18% 16,12%
75 | tabidus 9,31% 8,36% 10,04% 10,06% 9,85% 9,34% 11,02% 0,72%
76 | sponsalis 12,48% 7,18% 13,25% 8,42% 7,43% 11,30% 10,33% 9,64%
77 | lorenzianus 10,59% 9,40% 11,35% 11,32% 9,87% 11,10% 8,91% 9,66%
78 | recurvus 5,54% 7,93% 6,28% 10,61% 7,69% 9,16% 9,64% 7,23%
79 | orion 8,58% 9,84% 9,32% 10,83% 8,91% 9,61% 12,00% 6,70%
80 | granarius 10,36% 9,18% 11,14% 10,41% 9,69% 11,91% 12,13% 9,71%
81 | fergusoni 8,83% 7,45% 9,57% 10,31% 7,20% 9,16% 10,56% 5,76%
82 | diadema 12,27% 10,34% 13,51% 12,27% 12,79% 12,51% 10,61% 10,59%
83 | centurio 7,16% 8,18% 7,91% 11,55% 9,12% 8,17% 10,59% 6,93%
84 | violaceus 11,54% 9,13% 12,30% 4,82% 10,10% 11,78% 9,89% 9,38%
85 | puncticulatus 17,74% 17,23% 18,74% 16,75% 17,48% 16,01% 17,82% 17,51%
86 | poormani 5,25% 8,64% 5,99% 12,24% 9,59% 9,15% 11,29% 6,95%
87 | perplexus 16,25% 15,75% 17,76% 15,03% 15,76% 15,26% 16,83% 16,02%
88 | nussatella 9,84% 7,69% 10,61% 9,40% 8,44% 11,59% 8,67% 9,63%
89 | capitaneus 13,03% 9,91% 13,79% 12,58% 10,41% 12,13% 11,60% 10,63%
90 | carinatus 9,87% 7,22% 10,62% 8,92% 7.47% 8,70% 8,20% 8,18%
91 | muriculatus 10,59% 10,38% 12,07% 11,76% 10,33% 10,62% 10,84% 10,61%
92 | imperialis 11,79% 11,80% 12,79% 13,23% 13,00% 13,25% 14,21% 12,98%
93 | striatellus 11,82% 10,90% 12,57% 13,53% 10,15% 10,22% 12,58% 11,34%
94 | striatus 9,17% 7,24% 10,41% 8,94% 7,49% 8,73% 8,49% 8,48%
95 | vulpinus 12,35% 9,92% 13,11% 11,64% 10,45% 10,23% 10,43% 10,20%
96 | cuneolus 9,12% 0,48% 9,88% 9,39% 7,21% 9,89% 7,22% 7,24%
97 | bartschi 9,70% 8,95% 10,94% 11,63% 9,42% 10,39% 11,16% 9,66%
98 | ateralbus 10,33% 6,73% 11,10% 9,39% 9,13% 9,89% 9,66% 9,17%
99 | arcuatus 17,24% 16,80% 18,56% 15,82% 16,29% 15,55% 17,10% 17,29%
100 | lineolatus 9,62% 8,69% 10,36% 10,36% 7,77% 9,21% 10,88% 6,47%
101 | catus 10,59% 8,15% 11,82% 9,37% 8,14% 9,42% 8,67% 8,64%
102 | compressus 10,10% 7,94% 10,85% 8,68% 7,50% 9,94% 10,39% 6,28%
103 | tenuistriatus 12,06% 11,87% 12,81% 10,41% 10,39% 10,18% 13,06% 9,18%
104 | episcopatus 10,86% 7,23% 12,09% 9,65% 8,21% 10,65% 10,61% 8,41%
105 | memiae 15,64% 14,68% 16,46% 13,73% 15,42% 13,67% 16,54% 14,17%
106 | tribblei 10,72% 9,28% 11,48% 11,75% 9,29% 9,05% 11,47% 6,36%
107 | coffeae 11,50% 10,84% 12,24% 10,84% 9,86% 8,93% 12,26% 8,15%
108 | magus 9,86% 6,97% 10,63% 9,63% 7,95% 9,42% 8,68% 9,15%
109 | corallinus 9,07% 8,39% 9,82% 9,62% 6,02% 8,91% 10,32% 7,20%
110 | monachus 9,24% 6,81% 10,45% 9,20% 5,33% 8,75% 8,03% 8,48%
111 | californicus 18,00% 15,58% 19,21% 15,56% 14,85% 16,33% 17,30% 15,59%
112 | proximus 10,61% 6,96% 11,36% 8,67% 7,49% 9,19% 9,41% 8,45%
113 | parvulus 9,82% 8,65% 10,57% 10,62% 6,98% 9,63% 10,60% 7,46%
114 | musicus 13,33% 10,02% 14,33% 11,22% 10,02% 12,94% 11,69% 12,91%
115 | miliaris 10,91% 8,73% 12,14% 11,58% 9,70% 11,65% 10,18% 10,37%
116 | lividus 11,78% 10,34% 12,54% 10,60% 11,57% 11,33% 9,89% 10,57%
117 | bullatus 11,79% 8,67% 12,56% 10,84% 9,85% 11,11% 8,68% 10,64%
118 | coronatus 10,85% 8,61% 12,11% 10,65% 9,88% 11,15% 10,39% 11,81%
119 | circumactus 10,61% 7,70% 11,84% 10,58% 6,04% 9,88% 9,17% 10,08%
120 | cinereus 10,15% 7,01% 10,91% 8,22% 7,26% 9,43% 9,67% 8,47%
121 | chaldeus 9,91% 8,95% 11,14% 9,41% 9,92% 11,39% 10,67% 10,18%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

41 gradatulus 42 jaspideus 43 lindae 44 litoglyphus 45 mahogani 46 mus 47 nux 48 obscurus 49 patricius
61 | virgo 10,57% 14,56% 8,42% 10,78% 15,84% 9,16% 8,88% 9,13% 8,90%
62 | dorreensis 11,66% 13,81% 8,99% 11,80% 14,47% 11,15% 10,14% 8,49% 10,37%
63 | infrenatus 3,82% 14,22% 10,38% 11,84% 15,56% 11,79% | 11,82% 10,66% 9,39%
64 | pertusus 9,21% 16,10% 10,67% 11,05% 17,42% 10,17% | 11,56% 12,28% 10,59%
65 | nanus 9,92% 15,34% 9,70% 9,86% 15,94% 10,65% 3,84% 10,36% 9,92%
66 | sanguinolentus 10,77% 16,21% 11,31% 13,46% 17,07% 11,52% 11,26% 11,27% 11,26%
67 | tessulatus 9,90% 15,54% 7,25% 10,33% 16,59% 8,94% 9,39% 9,36% 7,45%
68 | arenatus 6,79% 14,07% 6,55% 9,11% 14,65% 8,48% 6,99% 8,65% 6,97%
69 | anemone2 6,53% 15,06% 7,98% 9,83% 14,89% 7,46% 7,45% 10,09% 7,67%
70 | mustelinus 9,96% 16,37% 11,42% 12,53% 17,75% 10,66% 11,10% 12,33% 11,32%
71 | miles 10,14% 16,99% 11,08% 11,53% 17,59% 10,08% | 11,74% 12,10% 11,33%
72 | rattus 9,94% 16,09% 11,39% 11,28% 15,96% 11,16% 12,51% 11,60% 11,58%
73 | ximenes 15,46% 5,26% 15,90% 16,04% 2,48% 15,38% | 15,79% 17,40% 15,64%
74 | verrucosus 15,99% 3,73% 15,43% 16,08% 571% 16,18% 16,80% 17,20% 15,14%
75 | tabidus 9,87% 14,42% 9,89% 7,48% 15,81% 1,91% 10,30% 10,62% 7,69%
76 | sponsalis 8,93% 14,81% 9,68% 10,58% 15,14% 10,38% 0,24% 10,82% 9,42%
77 | lorenzianus 11,82% 15,55% 9,48% 11,29% 15,61% 9,68% 10,11% 10,36% 7,95%
78 | recurvus 8,68% 13,34% 7,76% 8,86% 13,45% 7,97% 10,07% 8,41% 6,22%
79 | orion 11,06% 14,71% 9,66% 9,58% 14,62% 7,19% 12,02% 9,86% 7,67%
80 | granarius 9,97% 16,41% 9,25% 10,13% 16,24% 10,71% 10,65% 10,39% 8,70%
81 | fergusoni 8,43% 15,27% 9,88% 8,11% 15,37% 6,49% 8,15% 10,54% 7,14%
82 | diadema 10,36% 16,49% 13,01% 12,54% 16,35% 10,83% 10,84% 9,96% 12,54%
83 | centurio 9,16% 13,29% 8,95% 9,34% 15,10% 7,44% 10,35% 10,29% 7,88%
84 | violaceus 11,34% 15,06% 8,94% 10,59% 16,39% 9,91% 8,16% 9,13% 10,12%
85 | puncticulatus 17,31% 7,00% 16,31% 17,48% 5,69% 17,27% 17,48% 17,84% 17,13%
86 | poormani 10,36% 14,76% 8,21% 9,12% 15,36% 7,21% 11,28% 9,83% 7,41%
87 | perplexus 15,88% 5,99% 15,82% 16,97% 4,46% 15,56% 16,50% 17,60% 16,11%
88 | nussatella 9,93% 14,84% 7,76% 8,92% 15,16% 10,15% 9,85% 7,72% 8,96%
89 | capitaneus 9,48% 17,41% 10,92% 11,33% 17,75% 10,66% 10,86% 10,86% 11,80%
90 | carinatus 9,17% 14,02% 7,77% 9,39% 13,66% 9,66% 9,13% 8,21% 7,94%
91 | muriculatus 9,89% 14,61% 10,22% 12,53% 15,45% 10,16% 10,80% 10,88% 10,38%
92 | imperialis 12,30% 15,57% 13,02% 12,26% 16,45% 13,51% | 14,45% 12,26% 13,17%
93 | striatellus 9,98% 16,12% 12,13% 9,40% 15,21% 11,16% 10,90% 12,08% 9,85%
94 | striatus 9,22% 14,82% 6,81% 10,16% 15,19% 8,96% 9,38% 9,22% 8,71%
95 | vulpinus 8,78% 14,91% 11,43% 9,44% 15,54% 10,47% 10,92% 9,69% 10,36%
96 | cuneolus 7,23% 14,79% 7,75% 8,44% 15,68% 8,46% 7,41% 7,72% 7,92%
97 | bartschi 10,40% 16,03% 10,90% 9,71% 15,17% 10,65% 11,81% 9,70% 9,16%
98 | ateralbus 8,68% 14,07% 7,05% 10,56% 14,36% 9,93% 7,44% 9,87% 8,18%
99 | arcuatus 16,65% 6,62% 17,32% 17,27% 5,29% 17,36% 16,49% 18,35% 17,05%
100 | lineolatus 7,53% 15,79% 8,75% 9,69% 15,45% 7,68% 9,61% 9,73% 6,52%
101 | catus 9,89% 14,81% 9,20% 10,36% 15,15% 9,63% 9,12% 8,89% 8,39%
102 | compressus 6,56% 16,12% 9,70% 10,15% 16,48% 7,51% 7,72% 10,84% 8,16%
103 | tenuistriatus 11,88% 14,62% 11,69% 10,14% 14,96% 9,46% 11,86% 12,77% 9,85%
104 | episcopatus 8,95% 13,81% 8,50% 10,80% 13,95% 8,69% 8,92% 8,66% 8,64%
105 | memiae 15,24% 3,80% 14,53% 14,88% 2,74% 13,98% | 15,16% 16,69% 14,37%
106 | tribblei 8,58% 15,23% 10,36% 9,81% 15,35% 6,62% 11,06% 12,23% 7,78%
107 | coffeae 11,34% 14,54% 10,45% 9,34% 15,12% 8,18% 11,32% 11,98% 8,84%
108 | magus 9,66% 14,54% 8,27% 9,39% 13,64% 10,14% 8,89% 7,95% 7,70%
109 | corallinus 6,75% 14,26% 8,95% 8,66% 14,15% 7,45% 9,34% 9,14% 7,41%
110 | monachus 7,52% 14,91% 8,05% 10,38% 13,98% 9,24% 8,02% 8,47% 6,75%
111 | californicus 16,68% 12,48% 16,10% 14,89% 10,67% 15,10% | 14,89% 16,14% 13,88%
112 | proximus 8,46% 15,87% 7,74% 9,62% 16,46% 9,43% 8,67% 9,38% 9,12%
113 | parvulus 8,93% 16,07% 8,25% 11,07% 15,91% 8,42% 9,15% 9,89% 6,00%
114 | musicus 11,24% 17,44% 10,12% 12,69% 17,82% 13,67% 5,27% 11,50% 12,46%
115 | miliaris 11,44% 15,39% 10,01% 12,72% 16,00% 10,68% | 10,86% 9,42% 11,14%
116 | lividus 10,11% 16,54% 10,40% 13,75% 17,39% 11,82% 11,34% 11,31% 10,80%
117 | bullatus 11,84% 17,16% 9,49% 11,56% 16,95% 10,93% | 11,55% 9,63% 10,13%
118 | coronatus 12,43% 13,07% 9,91% 11,82% 14,80% 11,58% 11,31% 10,37% 10,39%
119 | circumactus 8,19% 16,01% 9,16% 11,31% 14,88% 10,83% 8,19% 7,80% 7,23%
120 | cinereus 8,23% 15,15% 6,80% 10,60% 15,22% 8,99% 7,99% 8,97% 8,47%
121 | chaldeus 11,15% 14,86% 9,71% 10,78% 16,16% 10,46% 9,19% 9,92% 10,64%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

50 planorbis 51 princeps 52 purpurascens 53 quercinus 54 richardbinghami 55 stimpsoni 56 tinianus
61 | virgo 14,04% 11,07% 9,12% 7,91% 11,06% 10,04% 9,79%
62 | dorreensis 12,59% 11,43% 9,94% 8,79% 9,49% 8,72% 11,85%
63 | infrenatus 12,20% 9,50% 11,13% 9,18% 11,11% 10,14% 10,34%
64 | pertusus 13,56% 10,17% 11,12% 10,64% 11,63% 9,65% 10,33%
65 | nanus 11,61% 10,11% 9,11% 10,57% 12,02% 10,29% 8,86%
66 | sanguinolentus 14,53% 10,35% 12,50% 8,63% 12,03% 11,26% 11,96%
67 | tessulatus 11,83% 10,62% 8,67% 9,16% 10,38% 8,65% 9,10%
68 | arenatus 10,61% 7,00% 7,00% 7,24% 9,20% 7,95% 6,71%
69 | anemone2 10,82% 5,99% 8,64% 8,15% 9,84% 6,91% 4,53%
70 | mustelinus 13,80% 10,94% 11,14% 11,18% 12,87% 11,12% 11,33%
71 | miles 14,28% 10,68% 10,63% 10,87% 13,06% 10,37% 10,11%
72 | rattus 12,53% 10,14% 11,82% 11,13% 11,86% 10,83% 10,59%
73 | ximenes 17,40% 15,58% 16,82% 15,13% 15,37% 16,05% 16,54%
74 | verrucosus 17,73% 16,65% 17,14% 16,21% 14,94% 15,61% 17,60%
75 | tabidus 10,95% 6,52% 8,71% 8,19% 8,44% 6,01% 6,22%
76 | sponsalis 11,58% 9,61% 7,18% 9,35% 11,51% 11,23% 8,61%
77 | lorenzianus 11,37% 10,34% 9,38% 9,12% 8,66% 9,35% 11,25%
78 | recurvus 10,34% 6,22% 7,46% 7,93% 5,52% 3,34% 7,39%
79 | orion 10,86% 6,71% 9,12% 9,35% 6,96% 5,00% 6,90%
80 | granarius 10,91% 8,47% 9,43% 9,42% 9,21% 8,92% 10,12%
81 | fergusoni 9,65% 5,06% 6,73% 7,94% 8,65% 6,45% 6,19%
82 | diadema 15,55% 11,15% 12,83% 7,99% 12,60% 10,88% 10,86%
83 | centurio 11,15% 7,91% 9,14% 9,86% 6,72% 4,04% 7,37%
84 | violaceus 14,50% 11,81% 9,39% 8,91% 11,56% 10,32% 10,78%
85 | puncticulatus 18,34% 18,55% 18,02% 17,78% 16,03% 17,26% 18,98%
86 | poormani 11,16% 6,97% 8,90% 9,14% 5,51% 0,95% 7,15%
87 | perplexus 17,10% 16,81% 16,54% 15,81% 15,30% 16,26% 17,24%
88 | nussatella 10,65% 9,90% 8,21% 7,01% 10,15% 9,15% 10,10%
89 | capitaneus 11,85% 10,68% 9,70% 10,95% 12,87% 11,11% 10,61%
90 | carinatus 11,67% 7,98% 6,99% 8,19% 8,70% 7,93% 9,11%
91 | muriculatus 14,96% 11,81% 10,80% 7,22% 12,09% 11,07% 11,99%
92 | imperialis 14,29% 11,36% 13,52% 12,52% 9,42% 11,07% 13,46%
93 | striatellus 6,30% 9,71% 9,69% 11,45% 10,44% 9,66% 10,83%
94 | striatus 12,61% 8,97% 7,24% 8,21% 9,67% 7,71% 7,93%
95 | vulpinus 2,92% 9,52% 9,24% 9,99% 11,44% 10,43% 11,15%
96 | cuneolus 10,84% 8,41% 6,74% 7,22% 9,40% 7,93% 8,15%
97 | bartschi 11,26% 9,96% 9,47% 8,99% 8,26% 8,25% 10,38%
98 | ateralbus 12,32% 9,13% 8,89% 8,88% 9,38% 9,57% 9,80%
99 | arcuatus 17,15% 17,26% 17,58% 16,64% 15,84% 17,50% 18,71%
100 | lineolatus 10,71% 0,48% 7,76% 7,50% 8,67% 6,26% 6,00%
101 | catus 12,15% 8,93% 7,69% 8,42% 9,42% 8,89% 9,58%
102 | compressus 10,70% 5,32% 7,50% 8,46% 10,14% 7,45% 3,60%
103 | tenuistriatus 12,69% 9,20% 9,93% 11,15% 10,17% 9,61% 9,61%
104 | episcopatus 10,45% 8,97% 7,48% 6,55% 9,92% 9,66% 10,10%
105 | memiae 16,78% 15,13% 16,42% 14,97% 13,68% 14,61% 16,55%
106 | tribblei 11,11% 7,09% 9,05% 8,06% 10,05% 7,54% 6,31%
107 | coffeae 12,59% 9,13% 9,62% 10,82% 9,84% 9,31% 9,04%
108 | magus 11,20% 7,99% 7,01% 8,20% 8,23% 7,.94% 9,59%
109 | corallinus 9,17% 6,01% 6,27% 7,73% 8,66% 7,17% 5,74%
110 | monachus 10,74% 8,04% 5,82% 6,80% 9,22% 8,48% 9,17%
111 | californicus 14,29% 15,24% 13,72% 15,37% 15,41% 16,40% 16,57%
112 | proximus 12,12% 8,47% 7,26% 8,21% 10,43% 8,44% 8,41%
113 | parvulus 10,68% 6,97% 6,26% 7,71% 9,84% 8,60% 7,65%
114 | musicus 13,49% 12,25% 10,06% 12,20% 12,96% 12,65% 11,92%
115 | miliaris 13,79% 11,39% 10,42% 9,19% 10,44% 9,66% 12,04%
116 | lividus 13,88% 9,69% 12,32% 8,20% 11,86% 11,08% 11,78%
117 | bullatus 13,80% 10,85% 9,84% 11,30% 11,32% 10,30% 11,26%
118 | coronatus 13,43% 11,95% 10,89% 10,21% 10,67% 9,65% 12,32%
119 | circumactus 11,19% 8,29% 5,56% 7,77% 9,96% 9,22% 9,89%
120 | cinereus 12,36% 8,72% 7,50% 8,44% 8,95% 8,20% 8,43%
121 | chaldeus 13,74% 11,36% 10,60% 10,12% 10,64% 9,61% 11,30%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

57 vanhyningi 58 varius 59 vexillum 60 villepinii 61 virgo 62 dorreensis 63 infrenatus 64 pertusus
61 | virgo 15,68% 11,78% 12,00% 10,29% -
62 | dorreensis 14,69% 10,87% 10,63% 8,97% 9,20% -
63 | infrenatus 14,63% 10,92% 11,19% 10,39% 12,03% 11,86% -
64 | pertusus 16,46% 11,84% 4,33% 9,89% 12,77% 12,04% 10,65% -
65 | nanus 15,72% 10,61% 12,23% 10,54% 10,32% 11,63% 12,58% 11,80%
66 | sanguinolentus 16,09% 12,76% 13,22% 11,51% 11,71% 11,55% 11,91% 11,24%
67 | tessulatus 16,15% 11,34% 9,63% 8,89% 9,13% 9,40% 11,81% 9,83%
68 | arenatus 14,46% 8,44% 8,89% 8,19% 8,65% 9,63% 8,00% 8,38%
69 | anemone2 15,21% 10,12% 11,04% 7,15% 9,60% 9,91% 9,18% 9,86%
70 | mustelinus 17,00% 13,05% 4,09% 11,37% 12,82% 12,04% 12,37% 5,03%
71 | miles 17,11% 12,59% 3,62% 10,62% 12,51% 11,31% 12,06% 5,28%
72 | rattus 16,48% 11,60% 5,53% 11,07% 14,00% 11,78% 11,38% 5,53%
73 | ximenes 3,98% 13,87% 16,59% 16,30% 16,55% 14,15% 15,45% 16,91%
74 | verrucosus 2,96% 14,16% 17,15% 15,86% 17,12% 15,15% 15,24% 16,71%
75 | tabidus 15,28% 11,13% 10,38% 6,25% 9,12% 10,38% 11,53% 9,37%
76 | sponsalis 15,18% 10,36% 11,73% 11,48% 8,17% 10,14% 12,07% 11,77%
77 | lorenzianus 15,68% 11,33% 13,22% 9,59% 10,33% 10,14% 11,79% 12,28%
78 | recurvus 13,49% 8,67% 10,55% 3,58% 9,61% 7,46% 9,38% 9,60%
79 | orion 15,34% 10,11% 11,28% 4,75% 11,27% 10,61% 12,25% 10,32%
80 | granarius 17,05% 9,69% 11,56% 9,16% 11,11% 9,90% 11,90% 10,81%
81 | fergusoni 15,39% 10,08% 10,30% 6,69% 10,08% 10,79% 10,60% 10,01%
82 | diadema 16,35% 13,32% 13,59% 11,13% 11,56% 11,80% 11,74% 12,55%
83 | centurio 14,42% 9,87% 11,27% 4,28% 9,83% 8,20% 9,89% 10,08%
84 | violaceus 15,45% 12,07% 11,52% 10,57% 4,56% 9,66% 12,29% 12,26%
85 | puncticulatus 5,98% 15,09% 18,78% 17,51% 17,50% 15,86% 17,32% 18,13%
86 | poormani 14,89% 10,60% 11,30% 1,19% 10,32% 8,91% 10,81% 10,55%
87 | perplexus 4,46% 13,60% 17,80% 16,51% 16,26% 15,12% 15,88% 17,62%
88 | nussatella 14,96% 10,41% 11,85% 9,40% 8,90% 9,90% 11,11% 11,81%
89 | capitaneus 17,51% 13,29% 5,05% 11,36% 11,86% 11,08% 11,66% 6,46%
90 | carinatus 14,66% 9,21% 10,12% 8,17% 8,91% 8,93% 10,13% 9,13%
91 | muriculatus 15,27% 11,35% 13,48% 11,31% 11,55% 10,19% 11,28% 13,23%
92 | imperialis 16,20% 13,31% 13,23% 11,31% 13,70% 12,56% 12,57% 12,97%
93 | striatellus 16,75% 9,42% 12,79% 9,90% 13,55% 12,79% 11,65% 12,50%
94 | striatus 14,96% 9,95% 10,16% 7,95% 9,41% 8,24% 11,13% 9,89%
95 | vulpinus 15,77% 8,99% 12,34% 10,68% 11,91% 12,07% 10,46% 12,31%
96 | cuneolus 15,18% 8,46% 10,35% 8,17% 8,20% 9,15% 9,40% 9,13%
97 | bartschi 16,41% 9,51% 10,93% 8,49% 10,40% 7,74% 11,80% 10,40%
98 | ateralbus 14,45% 9,64% 11,76% 9,81% 8,88% 8,73% 10,12% 10,82%
99 | arcuatus 5,78% 14,86% 18,55% 17,75% 17,75% 15,17% 15,95% 18,85%
100 | lineolatus 16,16% 9,25% 10,42% 6,50% 10,87% 11,11% 9,47% 10,42%
101 | catus 15,71% 10,39% 11,79% 9,13% 9,39% 10,14% 10,84% 10,54%
102 | compressus 16,25% 9,95% 10,87% 7,69% 9,87% 11,86% 9,70% 9,38%
103 | tenuistriatus 15,75% 12,12% 13,80% 9,86% 11,36% 13,07% 12,35% 13,00%
104 | episcopatus 13,96% 9,65% 10,38% 9,90% 8,70% 7,47% 10,63% 11,52%
105 | memiae 4,03% 13,18% 16,45% 14,86% 14,43% 13,95% 14,51% 16,47%
106 | tribblei 15,37% 10,56% 12,00% 7,78% 11,75% 12,54% 10,29% 10,49%
107 | coffeae 15,42% 11,54% 13,45% 9,55% 11,52% 12,28% 11,31% 12,23%
108 | magus 15,18% 9,20% 10,63% 8,19% 9,15% 8,22% 10,61% 10,08%
109 | corallinus 14,39% 8,70% 10,13% 7,41% 9,61% 10,83% 8,67% 10,35%
110 | monachus 15,05% 8,25% 9,91% 8,73% 9,70% 8,20% 8,96% 10,11%
111 | californicus 12,87% 13,00% 15,20% 16,64% 15,12% 14,23% 17,15% 16,41%
112 | proximus 16,49% 9,43% 10,11% 8,68% 8,65% 9,14% 10,62% 9,32%
113 | parvulus 16,43% 10,38% 11,79% 8,84% 10,36% 11,34% 11,08% 11,81%
114 | musicus 17,80% 11,76% 13,64% 12,89% 11,00% 11,29% 14,60% 14,58%
115 | miliaris 16,28% 11,08% 9,92% 9,90% 10,62% 4,82% 11,92% 10,38%
116 | lividus 16,42% 12,58% 12,80% 11,32% 10,81% 11,57% 11,26% 11,27%
117 | bullatus 17,52% 11,35% 12,26% 10,55% 11,30% 10,93% 12,55% 12,04%
118 | coronatus 13,46% 11,18% 12,33% 9,90% 10,86% 5,42% 12,63% 12,08%
119 | circumactus 16,38% 7,99% 9,95% 9,47% 10,35% 9,17% 10,33% 10,13%
120 | cinereus 15,53% 9,21% 10,62% 8,44% 8,19% 7,72% 10,15% 10,37%
121 | chaldeus 15,72% 11,29% 12,01% 9,86% 9,66% 5,05% 12,10% 10,60%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

65 nanus 66 sanguinolentus 67 tessulatus 68 arenatus 69 anemone2 70 mustelinus 71 miles 72 rattus
65 [nanus -
66 |sanguinolentus 12,22% -
67 [tessulatus 9,59% 11,22% -
68 |arenatus 7,44% 9,11% 6,46% -
69 |anemone2 9,09% 10,52% 8,14% 5,75% -
70 [mustelinus 12,07% 13,66% 9,64% 9,13% 11,08% -
71 |miles 12,04% 14,38% 10,34% 10,10% 11,09% 5,29% -
72 |rattus 12,02% 13,67% 10,58% 10,31% 11,04% 6,48% 4,57% -
73 |ximenes 16,83% 17,05% 17,56% 15,64% 15,79% 16,96% 16,86% 16,58%
74 |verrucosus 17,39% 17,32% 16,62% 15,70% 16,60% 17,46% 17,65% 17,10%
75 |tabidus 10,36% 10,25% 8,64% 7,70% 6,71% 10,36% 10,04% 11,33%
76 |sponsalis 3,59% 11,24% 9,10% 6,95% 8,12% 11,58% 12,01% 12,48%
77 |lorenzianus 11,48% 11,95% 8,86% 9,37% 10,50% 12,29% 12,29% 12,25%
78 |recurvus 11,02% 9,79% 8,63% 7,20% 6,89% 10,81% 10,33% 10,75%
79 |orion 11,71% 12,15% 9,57% 8,86% 7,83% 11,05% 11,29% 10,05%
80 |granarius 9,87% 12,50% 8,41% 7,92% 9,37% 11,34% 11,58% 10,08%
81 |fergusoni 9,59% 11,24% 9,78% 7,15% 6,44% 10,30% 10,06% 10,32%
82 |diadema 11,86% 5,74% 12,54% 10,63% 10,88% 13,55% 13,18% 13,71%
83 |centurio 10,80% 11,97% 9,80% 8,38% 7,87% 11,57% 11,32% 12,27%
84 |violaceus 10,07% 11,71% 9,09% 9,11% 10,54% 12,31% 11,53% 13,72%
85 |puncticulatus 18,25% 18,52% 17,52% 16,84% 17,49% 19,43% 19,02% 19,03%
86 |poormani 11,03% 11,69% 9,33% 8,39% 7,61% 11,56% 11,05% 11,56%
87 [perplexus 17,27% 17,02% 17,51% 15,59% 16,25% 18,43% 18,01% 18,02%
88 |nussatella 10,11% 9,37% 7,93% 7,72% 8,89% 12,08% 12,50% 11,08%
89 |capitaneus 11,80% 13,67% 10,12% 10,10% 10,61% 5,25% 5,29% 6,22%
90 |carinatus 9,60% 10,24% 8,39% 6,25% 8,38% 9,88% 10,59% 9,86%
91 |muriculatus 11,04% 9,29% 12,01% 9,88% 10,79% 13,28% 13,04% 14,19%
92 |imperialis 14,46% 14,11% 11,56% 12,03% 13,24% 13,73% 13,68% 11,53%
93 |striatellus 11,84% 14,67% 12,53% 10,12% 10,10% 13,69% 13,53% 11,37%
94 |striatus 9,61% 8,87% 7,94% 6,05% 8,16% 10,64% 10,13% 10,37%
95 |vulpinus 10,65% 13,26% 11,84% 8,93% 10,15% 13,23% 13,34% 12,10%
96 |cuneolus 7,92% 9,56% 6,47% 5,54% 717% 10,35% 9,86% 11,27%
97 |bartschi 11,88% 11,74% 8,44% 9,66% 9,41% 11,38% 12,31% 11,59%
98 |ateralbus 9,09% 10,03% 7,43% 6,98% 8,35% 11,57% 11,31% 11,53%
99 |arcuatus 17,30% 17,00% 18,03% 15,58% 16,96% 19,16% 18,58% 18,52%
100 |lineolatus 10,37% 10,57% 10,14% 6,77% 6,00% 10,90% 10,85% 10,37%
101 |catus 9,60% 10,72% 8,36% 7,18% 9,81% 11,32% 11,53% 11,09%
102 |compressus 8,44% 11,30% 9,60% 6,26% 2,63% 10,65% 11,10% 10,90%
103 [tenuistriatus 12,33% 13,72% 13,21% 10,60% 9,85% 14,05% 13,56% 13,56%
104 |episcopatus 10,61% 9,84% 8,66% 6,96% 8,43% 10,62% 11,79% 12,75%
105 [memiae 15,67% 15,93% 15,63% 13,70% 15,33% 16,30% 16,49% 16,65%
106 |tribblei 10,53% 9,98% 10,23% 7,06% 6,55% 11,54% 11,97% 12,00%
107 |coffeae 11,75% 12,69% 12,40% 10,05% 9,29% 13,73% 13,01% 13,47%
108 |magus 10,10% 10,73% 8,61% 6,96% 7,91% 10,62% 10,85% 9,66%
109 |corallinus 8,89% 11,48% 9,35% 5,77% 5,72% 10,60% 10,81% 10,07%
110 |monachus 9,20% 10,13% 8,18% 6,24% 7,96% 9,43% 10,65% 11,35%
111 |californicus 15,19% 18,87% 15,65% 14,67% 15,89% 15,44% 16,10% 15,91%
112 |proximus 9,15% 10,99% 8,39% 5,98% 7,69% 10,57% 9,37% 9,86%
113 |parvulus 10,31% 12,21% 7,91% 6,24% 7,86% 11,34% 12,04% 12,00%
114 |musicus 8,12% 13,77% 10,73% 10,04% 10,49% 14,61% 14,34% 13,87%
115 |miliaris 11,35% 11,80% 8,91% 9,16% 11,80% 10,62% 9,90% 10,85%
116 |lividus 12,28% 0,95% 11,49% 9,13% 10,33% 13,20% 14,21% 13,26%
117 [bullatus 11,27% 11,23% 10,08% 8,67% 11,49% 13,76% 12,55% 13,48%
118 |coronatus 12,09% 12,99% 9,79% 9,84% 12,07% 13,28% 11,56% 12,81%
119 |circumactus 9,20% 10,78% 8,92% 6,99% 8,47% 9,90% 11,01% 11,56%
120 |cinereus 9,16% 10,08% 8,68% 5,79% 8,18% 10,64% 10,37% 11,52%
121 |chaldeus 10,34% 10,81% 9,86% 9,36% 11,26% 12,28% 11,09% 11,75%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

73 ximenes 74 verrucosus 75 tabidus 76 sponsalis 77 lorenzianus 78 recurvus 79 orion 80 granarius
73 |ximenes -
74 |verrucosus 4,43% -
75 |tabidus 15,81% 16,35% -
76 |sponsalis 15,53% 16,34% 10,10% -
77 |lorenzianus 16,27% 16,34% 9,38% 10,02% -
78 [recurvus 14,13% 14,16% 7,44% 10,04% 7,89% -
79 [orion 16,00% 16,25% 6,92% 11,93% 9,54% 6,17% -
80 |granarius 17,09% 18,41% 10,41% 10,58% 11,29% 7,91% 7,92% -
81 |fergusoni 15,59% 16,40% 5,97% 8,37% 9,81% 5,93% 6,91% 9,12%
82 |diadema 16,05% 16,82% 10,80% 11,11% 12,28% 10,33% 11,79% 13,29%
83 |centurio 15,29% 14,83% 7,17% 10,55% 10,55% 4,55% 6,44% 9,38%
84 |violaceus 16,33% 16,89% 9,36% 8,38% 10,30% 10,29% 11,28% 11,32%
85 |puncticulatus 4,92% 5,44% 17,74% 17,22% 17,48% 16,07% 17,98% 17,30%
86 |poormani 15,80% 15,36% 7,16% 11,48% 9,32% 3,32% 5,25% 9,15%
87 |perplexus 3,69% 5,42% 16,24% 16,23% 16,23% 15,08% 16,47% 17,54%
88 |nussatella 15,82% 15,64% 9,61% 9,37% 9,85% 8,17% 9,84% 10,12%
89 |capitaneus 16,94% 17,97% 11,34% 11,09% 11,80% 10,82% 11,06% 10,13%
90 |carinatus 14,10% 14,37% 8,15% 9,10% 9,81% 6,94% 9,06% 9,38%
91 |muriculatus 16,08% 15,66% 10,34% 11,25% 12,46% 10,34% 12,70% 13,25%
92 |imperialis 15,89% 16,64% 13,22% 14,43% 12,04% 10,79% 12,45% 10,10%
93 |striatellus 15,65% 15,98% 11,81% 11,33% 12,03% 9,33% 9,15% 9,94%
94 [striatus 15,60% 16,37% 8,44% 9,11% 9,33% 6,49% 9,12% 10,12%
95 |vulpinus 16,19% 16,70% 10,67% 10,64% 11,58% 9,86% 10,87% 9,70%
96 |cuneolus 15,81% 16,58% 7,47% 6,94% 8,86% 7,19% 9,32% 9,13%
97 |bartschi 15,35% 16,38% 9,39% 11,36% 10,87% 7,46% 8,42% 7,96%
98 |ateralbus 15,05% 16,36% 8,91% 7,40% 8,59% 8,12% 10,26% 8,42%
99 |arcuatus 5,49% 6,77% 17,28% 16,50% 16,79% 15,77% 16,97% 17,34%
100 |lineolatus 15,85% 17,10% 6,69% 9,87% 10,36% 6,71% 6,93% 8,47%
101 |catus 15,40% 15,96% 8,86% 9,10% 9,56% 9,08% 9,33% 10,34%
102 |compressus 16,66% 17,49% 6,52% 7,70% 11,33% 7,65% 8,16% 9,42%
103 |tenuistriatus 15,93% 16,74% 9,16% 12,05% 11,31% 10,55% 9,36% 11,61%
104 |episcopatus 14,20% 14,96% 8,63% 8,66% 8,88% 8,39% 10,54% 9,63%
105 |memiae 3,22% 4,73% 14,17% 15,14% 15,14% 12,66% 15,31% 15,68%
106 [tribblei 16,05% 16,61% 6,59% 11,00% 11,67% 8,24% 7,29% 10,04%
107 |coffeae 15,53% 16,07% 8,14% 11,72% 10,52% 10,01% 9,06% 11,54%
108 |magus 14,10% 14,66% 9,11% 9,12% 9,35% 6,25% 8,86% 9,40%
109 [corallinus 15,31% 15,84% 7,43% 8,63% 9,83% 6,19% 7,15% 8,43%
110 |monachus 14,53% 14,82% 8,94% 8,48% 8,18% 6,98% 8,94% 8,69%
111 |californicus 11,49% 12,49% 15,60% 14,91% 14,17% 15,39% 15,61% 15,93%
112 [proximus 16,95% 17,27% 8,67% 8,42% 10,11% 7,68% 9,85% 9,38%
113 |parvulus 17,30% 17,08% 7,68% 8,85% 9,56% 7,38% 9,03% 9,39%
114 [musicus 18,01% 18,03% 13,12% 5,02% 12,17% 11,70% 14,05% 12,49%
115 |miliaris 15,94% 17,46% 10,36% 11,58% 11,31% 9,64% 10,83% 9,42%
116 |lividus 17,39% 17,66% 10,54% 11,30% 11,52% 9,60% 11,73% 12,30%
117 |bullatus 17,60% 17,92% 10,61% 11,72% 11,01% 9,34% 10,99% 11,09%
118 |coronatus 14,23% 14,74% 11,30% 11,57% 11,57% 9,41% 10,57% 10,40%
119 |circumactus 14,89% 15,41% 10,53% 8,70% 10,14% 7,95% 9,86% 9,42%
120 |cinereus 16,12% 16,44% 8,68% 8,41% 9,59% 7,68% 10,10% 8,40%
121 |chaldeus 15,79% 16,36% 10,15% 9,84% 10,78% 9,07% 10,80% 10,11%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

81 fergusoni 82 diadema 83 centurio 84 violaceus 85 puncticulatus 86 poormani 87 perplexus 88 nussatella
81 |fergusoni -
82 |diadema 11,54% -
83 |centurio 7,62% 11,10% -
84 |violaceus 10,53% 11,09% 10,78% -
85 |puncticulatus 18,04% 18,22% 17,00% 17,77% -
86 |poormani 6,17% 11,09% 4,04% 11,22% 17,00% -
87 |perplexus 16,54% 16,73% 15,76% 16,05% 4,43% 16,01% -
88 |nussatella 9,60% 10,11% 10,12% 9,36% 17,53% 10,07% 16,53% -
89 |capitaneus 10,79% 12,34% 11,09% 12,30% 18,66% 11,31% 17,91% 10,15%
90 |carinatus 9,07% 10,61% 7,92% 9,87% 15,59% 7,90% 14,83% 6,95%
91 |muriculatus 11,03% 7,92% 12,00% 11,07% 17,78% 11,76% 15,54% 10,06%
92 |imperialis 12,69% 13,44% 12,25% 14,16% 16,35% 11,05% 16,07% 12,05%
93 |striatellus 9,79% 14,52% 9,63% 13,99% 17,15% 9,57% 17,12% 11,59%
94 |striatus 8,87% 8,93% 8,90% 8,93% 18,29% 8,15% 15,77% 7,20%
95 |vulpinus 9,14% 13,55% 9,93% 13,06% 16,94% 10,87% 15,90% 9,46%
96 |cuneolus 7,44% 10,59% 8,40% 8,64% 17,26% 8,62% 15,77% 7,21%
97 |bartschi 9,14% 12,06% 8,93% 11,56% 16,07% 8,42% 15,57% 9,15%
98 |ateralbus 9,33% 10,62% 10,06% 9,11% 16,50% 10,04% 15,75% 8,89%
99 |arcuatus 16,95% 17,00% 17,04% 17,27% 7,26% 17,03% 5,49% 17,59%
100 |lineolatus 5,28% 11,34% 7,94% 11,09% 18,78% 6,95% 17,48% 9,87%
101 |catus 10,23% 10,86% 9,81% 9,59% 16,62% 9,53% 15,35% 8,64%
102 |compressus 5,94% 12,13% 8,14% 10,82% 18,38% 8,12% 17,40% 9,65%
103 [tenuistriatus 9,35% 13,36% 9,60% 11,30% 17,62% 10,28% 15,90% 11,85%
104 |episcopatus 9,06% 10,59% 9,84% 9,85% 16,38% 9,82% 14,41% 8,69%
105 |memiae 14,85% 15,94% 13,85% 15,17% 5,48% 14,14% 4,47% 14,70%
106 |tribblei 6,56% 10,54% 8,49% 12,23% 17,06% 8,25% 16,03% 8,80%
107 |coffeae 9,27% 12,07% 8,57% 10,29% 17,24% 9,75% 15,26% 10,59%
108 |magus 8,83% 10,85% 8,63% 10,32% 15,85% 7,90% 15,08% 6,71%
109 |corallinus 5,01% 11,79% 8,13% 10,52% 16,76% 7,84% 15,77% 8,40%
110 |monachus 7,69% 10,67% 8,67% 9,66% 16,43% 8,45% 15,22% 8,26%
111 |californicus 14,56% 17,25% 17,13% 15,40% 13,41% 16,11% 12,95% 16,66%
112 |proximus 8,58% 11,79% 8,87% 9,35% 18,39% 9,58% 17,39% 7,94%
113 |parvulus 5,97% 12,75% 9,08% 10,08% 18,76% 8,58% 17,76% 8,90%
114 |musicus 11,89% 14,39% 11,71% 11,00% 18,97% 13,33% 17,97% 10,51%
115 [miliaris 11,53% 11,86% 9,65% 10,37% 16,90% 10,36% 15,61% 10,13%
116 |lividus 11,49% 6,25% 12,00% 11,28% 18,87% 11,51% 17,36% 9,19%
117 [bullatus 10,30% 12,10% 10,57% 11,77% 18,32% 10,31% 18,28% 9,64%
118 |coronatus 12,01% 13,05% 8,41% 10,87% 14,94% 10,33% 14,40% 10,56%
119 |circumactus 8,14% 11,00% 9,42% 10,35% 17,05% 8,92% 15,32% 8,68%
120 |cinereus 8,18% 10,35% 7,96% 9,40% 17,30% 8,43% 16,30% 8,44%
121 |chaldeus 10,78% 11,81% 8,66% 8,91% 16,77% 10,08% 16,01% 9,66%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)
89 capitaneus 90 carinatus 91 muriculatus 92 imperialis 93 striatellus 94 striatus 95 vulpinus 96 cuneolus

89 |capitaneus -
90 |carinatus 10,84% -
91 |muriculatus 13,26% 10,54% -
92 |imperialis 13,27% 11,54% 13,72% -
93 |striatellus 12,25% 9,91% 13,26% 13,99% -
94 |striatus 10,14% 5,03% 10,07% 12,31% 12,09% -
95 |vulpinus 11,80% 9,90% 13,31% 13,25% 5,03% 12,12% -
96 |cuneolus 9,63% 7,17% 10,79% 11,53% 10,85% 6,72% 9,40% -
97 |bartschi 10,18% 8,41% 11,79% 9,62% 9,91% 9,40% 9,94% 8,41%
98 |ateralbus 11,33% 8,87% 10,32% 12,76% 12,55% 6,96% 11,37% 6,23%
99 |arcuatus 19,16% 15,56% 17,03% 16,54% 17,06% 16,57% 15,70% 16,80%
100 |lineolatus 11,14% 7,94% 11,32% 11,58% 10,16% 9,37% 9,96% 8,90%
101 |catus 12,03% 3,82% 11,51% 12,22% 11,78% 5,76% 11,58% 7,90%
102 [compressus 10,65% 9,13% 11,81% 12,52% 10,83% 9,17% 9,67% 7,68%
103 [tenuistriatus 12,85% 10,57% 13,51% 13,28% 11,80% 11,58% 11,38% 11,80%
104 |episcopatus 10,86% 8,38% 9,16% 12,49% 10,82% 8,45% 9,39% 7,20%
105 |memiae 16,83% 13,60% 15,16% 14,70% 15,94% 15,39% 15,03% 14,87%
106 [tribblei 11,80% 10,20% 9,74% 14,44% 11,27% 9,74% 10,59% 9,27%
107 |coffeae 12,78% 10,05% 12,21% 13,23% 11,76% 10,81% 11,35% 11,01%
108 |magus 11,10% 0,71% 10,80% 11,33% 9,67% 5,30% 9,96% 7,19%
109 [corallinus 9,64% 8,84% 10,78% 12,72% 8,86% 8,87% 8,42% 7,89%
110 [monachus 10,15% 6,75% 10,15% 11,63% 9,68% 7,97% 9,22% 7,01%
111 |californicus 15,69% 13,63% 16,47% 16,77% 14,23% 15,89% 13,76% 15,63%
112 |proximus 9,63% 7,20% 11,07% 12,68% 12,76% 6,29% 11,10% 6,26%
113 |parvulus 11,33% 8,14% 10,78% 13,95% 11,08% 8,65% 10,16% 8,14%
114 |musicus 13,65% 10,23% 13,35% 15,33% 14,17% 10,51% 13,50% 10,26%
115 |miliaris 10,88% 9,43% 11,61% 10,92% 14,46% 8,68% 12,60% 8,71%
116 |lividus 13,21% 10,28% 9,81% 13,91% 14,22% 9,16% 13,02% 10,07%
117 |bullatus 13,28% 7,66% 12,74% 14,49% 13,81% 7,45% 13,12% 8,41%
118 [coronatus 12,78% 9,15% 12,34% 13,10% 13,53% 9,13% 12,35% 8,61%
119 |[circumactus 10,37% 6,77% 9,18% 12,74% 9,67% 8,00% 9,93% 7,71%
120 |cinereus 10,65% 7,71% 9,85% 11,55% 12,10% 7,46% 10,43% 7,23%
121 |chaldeus 12,04% 9,15% 12,02% 11,58% 12,99% 8,43% 12,07% 9,12%

Tabelle 6.8 (Fortsetzung

Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

97 bartschi 98 ateralbus 99 arcuatus 100 lineolatus 101 catus 102 compressus 103 tenuistriatus 104 episcopatus
97 | bartschi -
98 | ateralbus 9,91% -
99 | arcuatus 16,87% 16,56% -
100 | lineolatus 9,43% 9,16% 17,50% -
101 | catus 9,63% 8,86% 15,64% 8,67% -
102 | compressus 10,38% 9,63% 17,86% 5,55% 9,80% -
103 | tenuistriatus 11,13% 10,58% 16,39% 9,20% 10,52% 10,10% -
104 | episcopatus 8,19% 7,94% 15,22% 8,72% 9,34% 10,13% 11,54% -
105 | memiae 15,65% 14,16% 5,70% 15,61% 14,92% 16,17% 14,68% 13,73%
106 | tribblei 11,02% 9,72% 17,28% 7,07% 10,68% 6,82% 9,06% 10,29%
107 | coffeae 10,62% 10,51% 16,76% 8,90% 9,78% 9,56% 3,37% 10,76%
108 | magus 7,95% 8,40% 15,57% 7,74% 4,78% 9,38% 11,52% 8,16%
109 | corallinus 8,87% 9,35% 16,23% 6,22% 10,28% 5,50% 8,63% 8,41%
110 | monachus 7,75% 8,68% 15,21% 7,31% 7,22% 8,48% 10,67% 5,78%
111 | californicus 13,97% 15,64% 11,46% 15,13% 14,86% 16,40% 16,19% 12,68%
112 | proximus 10,35% 8,67% 17,85% 8,71% 9,08% 8,17% 11,79% 8,86%
113 | parvulus 9,88% 8,84% 17,77% 6,95% 9,11% 7,20% 11,31% 8,40%
114 | musicus 12,74% 10,25% 18,73% 11,98% 11,67% 11,04% 14,87% 11,24%
115 | miliaris 7,53% 10,12% 16,43% 10,89% 9,41% 12,37% 13,09% 9,35%
116 | lividus 11,54% 10,32% 17,35% 9,91% 11,24% 11,32% 13,74% 9,63%
117 | bullatus 12,13% 10,77% 18,11% 11,09% 8,13% 11,33% 13,55% 11,36%
118 | coronatus 9,40% 10,63% 14,43% 12,34% 8,89% 11,82% 11,64% 10,38%
119 | circumactus 8,22% 8,93% 15,82% 8,23% 7,46% 9,22% 10,42% 6,75%
120 | cinereus 9,90% 8,17% 16,29% 8,69% 8,42% 8,49% 10,44% 7,45%
121 | chaldeus 8,74% 10,31% 16,51% 11,14% 8,67% 10,65% 11,36% 9,59%
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Tabelle 6.8 (Fortsetzung

Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

105 memiae 106 tribblei 107 coffeae 108 magus 109 corallinus 110 monachus 111 californicus 112 proximus
105 | memiae -
106 | tribblei 15,30% -
107 | coffeae 14,32% 8,25% -
108 | magus 13,87% 10,68% 10,75% -
109 | corallinus 14,37% 5,85% 8,10% 8,87% -
110 | monachus 14,05% 8,61% 10,35% 6,98% 7,04% -
111 | californicus 10,82% 15,86% 15,63% 12,93% 14,14% 12,46% -
112 | proximus 16,01% 10,02% 11,52% 8,15% 7,68% 6,22% 15,85% -
113 | parvulus 16,40% 7,54% 10,97% 8,17% 5,96% 7,98% 15,64% 8,45%
114 | musicus 17,64% 14,36% 14,32% 9,78% 11,42% 10,13% 17,47% 10,29%
115 | miliaris 15,50% 12,29% 12,27% 9,91% 10,87% 8,68% 16,19% 9,17%
116 | lividus 16,47% 10,48% 12,71% 10,77% 11,06% 10,36% 18,48% 10,78%
117 | bullatus 16,21% 11,24% 12,72% 7,92% 10,33% 9,19% 16,62% 7,72%
118 | coronatus 13,79% 13,00% 11,58% 9,89% 11,06% 9,34% 15,23% 8,87%
119 | circumactus 14,74% 10,04% 10,38% 6,51% 8,45% 2,89% 12,94% 6,95%
120 | cinereus 14,73% 9,56% 10,12% 8,21% 7,48% 5,06% 15,40% 5,04%
121 | chaldeus 15,13% 11,80% 10,82% 9,64% 10,32% 9,38% 16,64% 8,41%

Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

113 parvulus 114 musicus 115 miliaris 116 lividus 117 bullatus 118 coronatus 119 circumactus 120 cinereus 121 chaldeus
113 |parvulus -
114 |musicus 11,47% -
115 |miliaris 11,82% 13,20% -
116 |lividus 12,26% 13,84% 11,62% -
117 [bullatus 10,31% 12,66% 11,35% 11,77% -
118 [coronatus 12,80% 13,22% 6,15% 12,81% 10,90% -
119 |circumactus 8,91% 11,27% 9,44% 10,83% 9,44% 10,38% -
120 |cinereus 9,39% 9,60% 8,21% 9,65% 9,40% 8,66% 6,74% -
121 |chaldeus 12,26% 11,28% 5,76% 10,86% 10,11% 5,21% 9,63% 7,92% -

Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

1 marmoreus 2 marmoreusl 3 aureus 4 araneosus 5 texile 6 nigrescens 7 pennaceus 8 canonicus
122 |betulinus 8,18% 8,18% 8,43% 9,90% 9,15% 8,66% 12,03% 9,87%
123 |balteatus 8,22% 8,22% 8,25% 8,97% 8,95% 8,46% 10,40% 8,95%
124 [radiatus 6,24% 6,24% 6,27% 6,04% 6,98% 6,48% 8,70% 7,70%
125 |[shikamai 8,43% 8,43% 8,20% 7,96% 7,71% 8,42% 9,14% 8,19%
126 |[figulinus 6,74% 6,74% 7,24% 7,99% 9,88% 7,21% 10,60% 10,13%
127 |viola 9,66% 9,66% 9,42% 8,70% 9,17% 9,65% 9,64% 9,17%
128 |acutangulus 9,42% 9,42% 9,16% 8,47% 9,41% 9,41% 10,11% 9,42%
129 [musicusl 9,13% 9,13% 8,43% 8,42% 8,17% 9,37% 9,38% 9,13%
130 [loriosii 6,96% 6,96% 7,93% 8,21% 10,09% 7,43% 11,28% 10,34%
131 [emaciatus 9,35% 9,35% 8,21% 8,92% 8,90% 9,59% 10,12% 9,15%
132 [granum 8,70% 8,70% 9,16% 9,19% 9,66% 8,70% 10,83% 8,94%
133 [archon 10,11% 10,11% 9,86% 11,35% 9,86% 9,87% 10,79% 9,86%
134 |aristophanes 10,16% 10,16% 9,45% 10,66% 9,91% 11,37% 9,66% 9,91%
135 [beddomei 9,83% 9,83% 10,07% 9,14% 9,83% 10,06% 11,25% 10,08%
136 |[eburneus 8,21% 8,21% 6,78% 8,26% 5,79% 8,92% 7,95% 7,73%
137 |flavidus 11,53% 11,53% 11,09% 11,11% 11,56% 12,00% 12,99% 12,05%
138 |glans 9,83% 9,83% 10,08% 8,41% 9,84% 10,07% 12,21% 10,08%
139 [litteratus 8,18% 8,18% 6,75% 8,22% 5,53% 8,90% 7,94% 7,94%
140 |mitratus 12,54% 12,54% 12,32% 11,83% 13,24% 12,78% 13,26% 13,25%
141 |moluccensis 8,49% 8,49% 8,51% 7,80% 9,48% 8,72% 11,19% 9,74%
142 |mucronatus 11,26% 11,26% 11,32% 10,36% 11,78% 11,02% 12,78% 11,77%
143 |boeticus 20,08% 20,08% 20,78% 18,87% 20,31% 20,08% 22,20% 19,60%
144 |cf. boeticus 10,32% 10,32% 9,14% 10,34% 10,31% 10,32% 11,50% 9,58%
145 [scopulorum 9,17% 9,17% 9,89% 8,45% 7,95% 9,40% 11,30% 8,20%
146 [spurius 8,93% 8,93% 8,46% 8,97% 8,93% 9,64% 11,56% 8,48%
147 [mindanus 16,69% 16,69% 16,64% 16,23% 14,94% 16,67% 15,63% 15,18%
148 |delessertii 20,95% 20,95% 20,87% 20,94% 19,66% 20,68% 20,61% 20,17%
149 |circumcisus 8,14% 8,14% 6,72% 8,66% 8,13% 8,37% 7,92% 7,90%
150 |[T. horasei 17,56% 17,56% 18,61% 19,12% 17,62% 17,08% 19,09% 18,09%
151 |[T.subulata 19,62% 19,62% 19,84% 20,47% 19,17% 19,87% 20,14% 20,14%
152 [T.crenulata 19,43% 19,43% 19,97% 20,78% 20,21% 19,47% 21,95% 20,75%

174




Anhang

Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

9 distans 10 gloriamaris 11 ammiralis 12 aulicus 13 magnificus 14 bandanus 15 dalli 16 natalis
122 |betulinus 11,36% 9,38% 8,42% 10,14% 8,66% 8,42% 9,40% 10,83%
123 |balteatus 12,37% 8,95% 8,46% 8,03% 8,71% 8,70% 9,69% 9,18%
124 [radiatus 11,33% 6,49% 7,23% 7,73% 6,99% 7,20% 7,72% 7,96%
125 |[shikamai 11,59% 7,47% 7,95% 7,75% 9,36% 9,40% 7,97% 9,62%
126 |figulinus 11,83% 8,67% 8,43% 8,21% 7,48% 6,96% 9,91% 9,65%
127 |viola 12,85% 9,40% 8,67% 7,99% 9,87% 10,15% 9,91% 10,61%
128 |acutangulus 10,67% 8,44% 7,72% 9,67% 9,39% 9,90% 8,71% 9,89%
129 |musicusl 12,81% 8,42% 8,40% 8,69% 9,12% 9,62% 8,43% 8,88%
130 |loriosii 12,05% 9,36% 8,65% 8,43% 8,40% 7,19% 10,12% 10,07%
131 |emaciatus 12,27% 9,13% 8,41% 8,71% 8,42% 9,34% 8,44% 10,35%
132 [granum 11,14% 9,40% 8,93% 8,95% 9,15% 9,67% 8,97% 9,40%
133 Jarchon 12,77% 10,34% 10,09% 10,84% 10,33% 11,06% 9,90% 11,06%
134 |aristophanes 14,48% 10,38% 9,42% 10,89% 9,41% 10,87% 9,20% 11,11%
135 [beddomei 13,01% 9,35% 9,11% 10,11% 11,01% 10,79% 9,63% 10,78%
136 |eburneus 12,59% 7,97% 7,70% 7,30% 9,18% 9,16% 7,49% 9,39%
137 |flavidus 14,43% 12,97% 11,31% 11,84% 12,01% 12,21% 12,31% 12,76%
138 |glans 13,20% 9,85% 9,35% 9,88% 11,00% 10,29% 10,34% 10,54%
139 [litteratus 12,75% 7,94% 7,69% 7,25% 8,89% 9,14% 7,71% 8,89%
140 |mitratus 15,86% 11,83% 12,52% 11,17% 12,51% 13,03% 13,28% 12,51%
141 |moluccensis 12,43% 8,01% 9,47% 9,76% 9,49% 9,20% 10,24% 10,44%
142 |mucronatus 13,94% 10,83% 10,81% 10,88% 11,51% 11,02% 11,80% 11,27%
143 |boeticus 22,81% 21,04% 20,33% 19,69% 20,08% 20,09% 20,36% 22,45%
144 |cf. boeticus 12,63% 10,35% 9,60% 9,40% 9,84% 10,81% 10,58% 11,50%
145 [scopulorum 12,29% 9,88% 7,46% 8,71% 9,86% 9,65% 8,70% 10,11%
146 |spurius 12,54% 8,43% 8,91% 8,98% 9,67% 9,88% 9,22% 10,60%
147 |mindanus 17,97% 16,37% 15,43% 15,16% 14,71% 16,92% 15,73% 15,67%
148 |delessertii 21,94% 21,08% 19,91% 20,17% 19,20% 21,42% 20,48% 19,42%
149 |circumcisus 12,28% 6,96% 7,90% 8,42% 9,36% 9,08% 7,92% 9,09%
150 |T. horasei 16,62% 17,78% 17,39% 19,13% 19,96% 17,33% 18,87% 18,12%
151 |T.subulata 19,75% 20,12% 19,15% 21,36% 20,39% 20,58% 19,92% 20,61%
152 [T.crenulata 18,84% 21,19% 19,21% 21,75% 20,19% 19,92% 20,75% 20,66%
Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)
17 nocturnus2 18 nocturnusl 19 vidua 20 legatus 21 victoriae 22 omaria 23 anemone 24 aurisiacus
122 |betulinus 8,66% 8,66% 8,91% 8,40% 9,17% 11,07% 9,39% 11,29%
123 |balteatus 8,70% 8,94% 7,97% 8,21% 8,49% 9,68% 5,55% 9,46%
124 |radiatus 6,72% 6,96% 6,25% 6,50% 6,53% 7,48% 8,46% 7,49%
125 |shikamai 8,91% 9,15% 8,19% 6,98% 7,98% 8,18% 4,56% 9,17%
126 |figulinus 7,21% 7,21% 7,46% 8,20% 7,73% 9,40% 9,63% 9,16%
127 |viola 10,14% 10,38% 9,42% 7,96% 9,68% 9,39% 6,23% 9,66%
128 |acutangulus 9,65% 9,89% 9,41% 8,93% 9,18% 9,39% 9,89% 9,61%
129 [musicusl 9,13% 8,89% 9,86% 8,15% 8,69% 9,15% 8,41% 9,13%
130 (loriosii 7,43% 7,43% 7,68% 8,89% 8,43% 9,61% 9,83% 9,82%
131 |emaciatus 9,83% 9,59% 10,08% 8,41% 8,45% 9,16% 9,36% 10,37%
132 |granum 9,18% 9,42% 8,47% 9,18% 10,39% 9,15% 8,63% 10,13%
133 |archon 10,58% 10,82% 10,12% 9,85% 9,87% 9,85% 11,05% 9,60%
134 |aristophanes 10,88% 11,12% 10,64% 9,66% 9,90% 10,63% 12,31% 8,92%
135 |beddomei 9,59% 9,83% 9,59% 10,05% 10,11% 10,54% 7,88% 9,12%
136 |eburneus 8,44% 8,68% 8,69% 6,76% 7,75% 7,04% 9,65% 9,43%
137 |flavidus 11,76% 12,00% 12,01% 11,27% 12,32% 11,33% 11,78% 11,30%
138 [glans 10,31% 10,55% 9,83% 9,58% 10,11% 9,82% 7,16% 9,82%
139 |[litteratus 8,41% 8,65% 8,90% 6,72% 7,72% 6,74% 9,61% 9,39%
140 |mitratus 12,06% 12,06% 13,02% 12,29% 12,35% 11,82% 10,87% 12,08%
141 |moluccensis 8,49% 8,73% 8,73% 8,50% 8,54% 9,00% 11,41% 8,71%
142 [mucronatus 11,74% 11,50% 11,50% 11,30% 11,12% 10,60% 11,79% 11,07%
143 [boeticus 20,08% 19,84% 20,09% 20,27% 20,59% 20,25% 19,76% 20,29%
144 |cf. boeticus 10,80% 11,04% 10,08% 9,60% 10,39% 9,12% 7,65% 9,62%
145 [scopulorum 9,41% 9,64% 8,93% 9,15% 10,15% 9,62% 7,67% 9,67%
146 |spurius 8,69% 8,93% 9,42% 8,23% 8,94% 8,45% 11,33% 10,17%
147 |mindanus 17,18% 17,17% 16,69% 15,68% 16,43% 15,87% 17,33% 15,08%
148 |delessertii 21,19% 21,18% 20,95% 20,41% 20,88% 19,85% 22,08% 19,84%
149 |circumcisus 8,62% 8,85% 8,38% 6,46% 6,75% 7,93% 9,13% 1,44%
150 |T. horasei 17,08% 17,33% 17,07% 18,08% 18,40% 18,84% 17,63% 18,34%
151 [T.subulata 19,62% 19,87% 19,39% 19,86% 19,92% 20,88% 19,88% 19,87%
152 |T.crenulata 19,72% 19,71% 18,96% 20,44% 20,02% 21,25% 19,70% 21,19%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

25 brunneus 26 burryae 27 cargilei 28 cedonuli 29 cingulatus 30 sanderi 31 donnae 32 daucus
122 |betulinus 11,34% 12,77% 13,25% 11,82% 10,40% 11,80% 12,54% 13,08%
123 |balteatus 9,90% 9,65% 7,95% 9,92% 9,22% 7,72% 7,68% 8,48%
124 |radiatus 8,68% 9,91% 10,12% 9,21% 7,96% 8,70% 9,88% 9,97%
125 [shikamai 9,87% 8,63% 9,11% 9,16% 8,95% 6,93% 8,87% 8,92%
126 |[figulinus 10,13% 12,29% 12,04% 11,61% 8,96% 10,87% 11,33% 11,20%
127 |viola 10,33% 9,82% 8,86% 10,13% 10,38% 8,14% 8,37% 9,16%
128 |acutangulus 12,55% 10,61% 11,09% 11,11% 10,40% 10,60% 10,38% 11,17%
129 |musicusl 12,04% 11,54% 12,28% 12,05% 8,96% 11,55% 12,07% 11,38%
130 |loriosii 10,12% 12,03% 12,05% 11,56% 8,48% 10,64% 11,33% 10,95%
131 [emaciatus 10,08% 11,07% 11,54% 11,81% 8,46% 10,60% 11,31% 10,93%
132 |granum 9,17% 8,18% 8,42% 9,20% 9,48% 7.47% 8,19% 7,29%
133 [archon 9,42% 10,57% 10,60% 6,76% 8,99% 10,87% 10,38% 9,93%
134 [aristophanes 10,42% 11,14% 10,43% 11,38% 8,78% 9,73% 9,96% 10,28%
135 |beddomei 9,86% 5,52% 6,71% 9,64% 8,72% 2,64% 6,23% 6,26%
136 |eburneus 8,47% 10,63% 10,88% 9,67% 7,99% 9,17% 10,65% 10,41%
137 |flavidus 14,20% 13,22% 13,26% 13,54% 10,16% 12,56% 12,55% 13,10%
138 [glans 11,51% 9,55% 9,36% 9,84% 10,39% 7,89% 9,12% 8,94%
139 |litteratus 8,66% 10,80% 11,09% 9,64% 7,96% 8,93% 10,86% 10,20%
140 [mitratus 14,43% 12,27% 12,72% 13,03% 11,61% 11,78% 12,51% 11,64%
141 |moluccensis 10,42% 11,92% 10,70% 10,25% 8,30% 10,45% 10,23% 10,04%
142 |mucronatus 11,77% 13,46% 12,26% 11,80% 11,39% 11,34% 11,55% 10,92%
143 |boeticus 21,58% 20,55% 20,50% 20,93% 19,97% 20,33% 19,57% 20,20%
144 [cf. boeticus 10,83% 9,33% 9,83% 10,34% 9,45% 8,37% 8,84% 9,86%
145 |scopulorum 9,64% 5,28% 6,00% 9,66% 7,98% 3,37% 5,29% 6,73%
146 [spurius 11,34% 12,55% 10,39% 12,59% 10,01% 11,14% 10,17% 9,24%
147 |mindanus 16,85% 16,11% 15,90% 18,56% 15,17% 16,19% 15,19% 14,46%
148 [delessertii 20,88% 19,38% 20,43% 22,33% 19,43% 19,46% 20,22% 19,22%
149 [circumcisus 9,64% 9,12% 8,17% 9,89% 7,50% 7,70% 7,94% 8,46%
150 [T. horasei 14,93% 20,56% 16,92% 16,67% 20,14% 19,35% 16,45% 18,23%
151 |T.subulata 18,94% 19,62% 18,25% 17,50% 20,03% 19,37% 18,75% 18,85%
152 |T.crenulata 19,68% 21,17% 21,22% 18,12% 20,49% 20,94% 20,70% 20,92%
Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

33 flavescens 34 fontonae 35 caribbaeus 36 frigidus 37 ermineus 38 generalis 39 geographus 40 gladiator
122 |betulinus 12,51% 8,93% 13,76% 10,60% 10,62% 13,29% 11,82% 9,66%
123 |balteatus 10,33% 9,40% 11,10% 9,67% 8,49% 9,71% 11,10% 7,01%
124 [radiatus 9,90% 7,71% 11,13% 9,87% 6,74% 10,13% 8,69% 9,67%
125 |shikamai 9,32% 8,87% 10,08% 10,13% 6,51% 7,69% 10,57% 6,25%
126 |[figulinus 12,54% 7,50% 13,78% 8,89% 9,65% 11,61% 10,15% 9,68%
127 |viola 9,57% 9,59% 10,32% 11,31% 7,22% 9,39% 11,53% 6,47%
128 |acutangulus 11,79% 9,64% 13,27% 9,41% 9,42% 10,64% 11,82% 9,66%
129 |musicusl 11,53% 7,43% 12,54% 9,64% 8,67% 11,36% 10,59% 10,37%
130 [loriosii 12,55% 7,97% 13,31% 8,41% 9,66% 11,64% 10,16% 9,65%
131 [emaciatus 12,26% 8,19% 13,04% 3,60% 10,82% 11,56% 9,62% 8,45%
132 [granum 9,86% 10,15% 10,62% 10,89% 8,95% 7,74% 11,13% 6,99%
133 |archon 11,58% 10,83% 12,35% 11,86% 11,09% 12,35% 13,49% 12,30%
134 [aristophanes 10,46% 8,52% 11,69% 11,19% 9,95% 12,19% 10,46% 11,66%
135 [beddomei 6,46% 8,64% 7,21% 11,60% 10,10% 8,93% 10,11% 6,72%
136 |eburneus 9,15% 7,97% 9,90% 10,62% 9,43% 10,88% 9,64% 8,68%
137 |flavidus 13,99% 10,12% 14,55% 8,93% 12,80% 13,33% 10,16% 11,59%
138 |[glans 10,73% 9,38% 11,27% 11,06% 9,38% 8,91% 10,57% 6,48%
139 [litteratus 9,39% 7,23% 10,15% 10,59% 9,40% 10,61% 8,94% 8,45%
140 |mitratus 12,49% 9,86% 13,26% 12,55% 10,81% 13,00% 12,51% 11,30%
141 |moluccensis 12,34% 10,69% 13,38% 10,22% 9,26% 9,97% 11,65% 11,40%
142 |mucronatus 12,74% 10,85% 13,26% 12,02% 10,11% 11,82% 12,52% 10,85%
143 |boeticus 21,50% 20,86% 22,20% 22,53% 19,37% 20,19% 21,59% 19,61%
144 |cf. boeticus 10,75% 8,43% 11,50% 11,34% 8,68% 8,24% 11,10% 7,64%
145 |scopulorum 5,03% 9,15% 577% 11,80% 9,15% 9,91% 11,59% 6,73%
146 |spurius 11,84% 9,92% 12,60% 11,12% 9,93% 11,41% 8,91% 10,64%
147 |mindanus 15,67% 15,92% 16,92% 15,20% 16,67% 14,88% 16,94% 16,15%
148 |delessertii 19,93% 21,16% 21,17% 20,18% 20,85% 19,66% 21,19% 20,66%
149 |circumcisus 8,68% 7,92% 10,13% 10,35% 7,68% 9,66% 9,17% 9,37%
150 [T. horasei 19,54% 19,59% 21,02% 18,58% 18,39% 17,62% 18,57% 17,39%
151 |T.subulata 20,77% 21,12% 22,22% 19,61% 20,40% 18,25% 20,09% 17,96%
152 |T.crenulata 21,62% 21,64% 23,10% 19,43% 20,42% 20,03% 20,47% 19,49%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %

41 gradatulus 42 jaspideus 43 lindae 44 litoglyphus 45 mahogani 46 mus 47 nux 48 obscurus 49 patricius
122 |betulinus 7,99% 16,12% 10,63% 12,99% 16,46% 10,41% 10,14% 9,63% 10,10%
123 |balteatus 8,74% 14,82% 9,46% 10,60% 15,47% 7,75% 10,59% 9,90% 7,21%
124 [radiatus 7,97% 16,40% 8,00% 10,35% 15,70% 10,18% 8,91% 8,70% 7,00%
125 [shikamai 8,21% 14,80% 8,71% 9,10% 14,67% 6,25% 8,65% 9,87% 6,68%
126 |figulinus 7,52% 15,37% 8,74% 11,76% 15,19% 9,96% 9,17% 8,23% 8,93%
127 |viola 8,90% 14,74% 10,18% 9,61% 15,16% 6,26% 10,08% 10,87% 8,15%
128 |acutangulus 9,44% 14,86% 10,42% 10,85% 14,96% 9,20% 9,63% 11,36% 9,15%
129 |musicusl 9,69% 15,13% 8,96% 10,37% 15,52% 10,41% 2,88% 10,59% 9,35%
130 |loriosii 7,76% 15,61% 8,48% 11,56% 15,45% 10,17% 9,41% 8,18% 9,36%
131 |emaciatus 10,12% 14,88% 8,25% 11,03% 15,68% 8,73% 8,21% 9,16% 8,66%
132 [granum 10,16% 14,06% 9,75% 9,35% 14,41% 7,01% 10,89% 10,16% 7,46%
133 Jarchon 12,08% 15,86% 9,46% 13,03% 15,23% 12,34% 11,81% 11,56% 9,36%
134 |aristophanes 11,97% 14,25% 9,26% 13,28% 15,59% 11,97% 10,70% 10,14% 11,83%
135 [beddomei 9,40% 15,81% 9,17% 9,15% 16,42% 7,69% 11,05% 9,86% 7,39%
136 |eburneus 10,16% 15,81% 8,21% 9,90% 16,71% 9,43% 10,13% 9,41% 8,18%
137 |flavidus 11,84% 15,96% 10,40% 11,82% 17,02% 12,37% 10,15% 11,85% 11,30%
138 |glans 9,17% 15,05% 10,41% 9,08% 16,13% 6,97% 10,11% 10,29% 7,63%
139 [litteratus 9,92% 15,56% 7,74% 10,32% 16,39% 8,95% 9,65% 9,38% 7,46%
140 |mitratus 10,65% 18,10% 11,63% 12,24% 17,89% 11,81% 11,05% 13,00% 11,81%
141 |moluccensis 11,64% 15,87% 8,28% 10,70% 15,54% 11,20% 11,68% 10,93% 9,45%
142 |mucronatus 12,06% 18,30% 11,40% 12,48% 18,60% 11,60% 11,83% 11,04% 11,31%
143 |boeticus 19,95% 24,33% 19,54% 20,32% 24,58% 19,65% 21,07% 22,05% 18,85%
144 |cf. boeticus 10,14% 14,64% 9,93% 10,12% 14,75% 6,69% 10,62% 11,78% 7,371%
145 [scopulorum 9,93% 14,87% 777% 9,59% 15,68% 7,23% 12,23% 10,37% 6,97%
146 |spurius 11,37% 16,39% 10,22% 12,32% 16,23% 11,16% 11,82% 10,63% 9,16%
147 |mindanus 16,18% 4,04% 15,67% 16,10% 4,77% 15,68% 15,94% 17,41% 14,90%
148 |delessertii 21,17% 10,45% 19,69% 20,84% 9,39% 20,17% 20,67% 21,67% 19,17%
149 |circumcisus 9,18% 14,04% 7,26% 10,61% 13,90% 9,61% 9,36% 9,60% 7,91%
150 |T. horasei 17,61% 17,60% 20,33% 17,89% 17,97% 17,19% 19,68% 19,60% 18,72%
151 |T.subulata 20,60% 17,93% 20,47% 18,66% 19,21% 18,49% 20,70% 20,91% 18,94%
152 [T.crenulata 20,47% 20,68% 20,72% 20,74% 19,79% 19,52% 21,11% 20,77% 20,25%
Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)
50 planorbis 51 princeps 52 purpurascens 53 quercinus 54 richardbinghami 55 stimpsoni 56 tinianus
122 |betulinus 12,59% 10,14% 9,63% 8,67% 13,02% 11,51% 10,56%
123 |balteatus 11,33% 7,72% 8,93% 8,92% 8,67% 7,69% 6,48%
124 |radiatus 10,88% 9,14% 6,72% 7,95% 10,13% 8,88% 9,34%
125 |shikamai 10,35% 5,76% 6,49% 8,17% 9,11% 6,67% 5,02%
126 |figulinus 12,34% 9,15% 8,67% 7,94% 11,35% 10,55% 9,82%
127 |viola 11,57% 7,42% 8,43% 9,39% 9,37% 8,13% 6,70%
128 |acutangulus 12,34% 10,15% 8,68% 7,73% 11,12% 9,87% 10,36%
129 [musicusl 11,63% 10,40% 7,70% 9,63% 10,63% 10,33% 9,40%
130 (loriosii 12,15% 8,96% 8,47% 8,46% 10,93% 10,14% 9,85%
131 |emaciatus 14,26% 11,08% 9,13% 7,92% 11,08% 10,07% 9,82%
132 |granum 11,39% 9,17% 9,40% 9,64% 7,95% 7,42% 7,90%
133 |archon 11,96% 10,68% 11,36% 10,90% 9,20% 9,43% 11,54%
134 |aristophanes 14,35% 12,39% 10,90% 10,44% 11,16% 10,15% 12,57%
135 |beddomei 12,14% 7,01% 9,63% 8,92% 577% 2,15% 6,93%
136 [eburneus 12,39% 10,69% 8,97% 9,46% 10,21% 8,47% 9,16%
137 |flavidus 14,08% 12,13% 12,33% 9,46% 12,83% 12,07% 12,28%
138 |[glans 11,57% 7,93% 9,61% 9,36% 9,35% 7,63% 7,85%
139 |[litteratus 12,09% 10,64% 8,93% 9,17% 10,40% 8,67% 9,12%
140 |mitratus 14,77% 12,54% 10,80% 13,01% 12,01% 11,75% 12,69%
141 |moluccensis 12,06% 10,27% 8,77% 9,74% 9,53% 9,96% 11,14%
142 [mucronatus 15,02% 12,33% 9,41% 11,78% 11,07% 10,79% 11,98%
143 [boeticus 19,77% 18,40% 19,15% 19,92% 20,17% 19,53% 18,77%
144 |cf. boeticus 11,92% 7,95% 8,72% 9,43% 9,14% 7,66% 6,69%
145 [scopulorum 11,80% 7,21% 9,40% 8,93% 6,50% 2,16% 7,64%
146 |spurius 12,93% 10,97% 9,97% 9,46% 8,99% 10,17% 12,05%
147 |mindanus 17,25% 16,72% 17.47% 15,96% 14,41% 15,65% 17,41%
148 |delessertii 21,49% 20,97% 21,65% 20,20% 19,17% 19,42% 21,65%
149 |circumcisus 13,36% 8,23% 8,18% 7,72% 8,21% 7,21% 9,10%
150 |T. horasei 16,57% 18,22% 18,69% 19,30% 18,24% 18,87% 18,64%
151 [T.subulata 21,09% 19,95% 21,16% 20,83% 19,03% 19,62% 21,09%
152 |T.crenulata 20,91% 20,04% 19,78% 20,75% 20,62% 20,24% 20,89%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

57 vanhyningi 58 varius 59 vexillum 60 villepinii 61 virgo 62 dorreensis 63 infrenatus 64 pertusus
122 |betulinus 16,47% 13,28% 14,86% 11,76% 11,30% 12,28% 11,12% 13,70%
123 |balteatus 14,74% 10,42% 11,78% 7,45% 9,87% 12,07% 10,91% 10,85%
124 [radiatus 16,77% 8,94% 10,84% 9,12% 10,32% 8,94% 10,13% 9,89%
125 [shikamai 15,18% 9,88% 11,48% 6,91% 10,33% 11,30% 9,88% 10,55%
126 [figulinus 15,73% 10,85% 12,93% 10,79% 8,64% 10,39% 8,95% 12,96%
127 |viola 15,38% 10,61% 12,24% 8,37% 11,33% 12,50% 10,08% 10,31%
128 |acutangulus 14,71% 10,66% 12,01% 10,11% 10,39% 11,53% 11,11% 11,50%
129 |musicusl 15,51% 9,45% 11,29% 10,57% 8,93% 10,35% 12,36% 11,49%
130 |loriosii 15,98% 11,11% 12,76% 10,38% 8,41% 11,30% 9,21% 12,91%
131 |emaciatus 15,75% 12,06% 12,22% 10,31% 0,24% 9,42% 11,80% 12,71%
132 [granum 14,70% 10,36% 12,97% 7,66% 10,62% 10,61% 11,11% 11,77%
133 Jarchon 16,49% 10,64% 11,80% 9,67% 12,32% 10,63% 13,06% 10,31%
134 |aristophanes 15,42% 11,17% 11,85% 10,39% 11,15% 4,35% 12,93% 12,07%
135 [beddomei 16,18% 10,86% 12,01% 2,39% 10,60% 9,60% 10,09% 10,53%
136 |eburneus 16,17% 11,89% 10,38% 8,71% 9,42% 10,62% 12,06% 9,83%
137 |flavidus 16,33% 13,10% 13,75% 12,32% 7,70% 13,08% 13,30% 13,70%
138 |glans 16,19% 10,82% 11,50% 7,87% 11,03% 11,55% 10,12% 11,00%
139 [litteratus 15,93% 11,82% 10,33% 8,91% 9,38% 9,87% 11,83% 10,04%
140 |mitratus 17,94% 12,29% 13,42% 12,00% 12,97% 13,47% 12,56% 13,41%
141 |moluccensis 15,97% 9,99% 11,73% 10,21% 11,14% 10,70% 12,11% 12,39%
142 |mucronatus 19,16% 13,02% 13,03% 11,04% 10,79% 10,85% 13,42% 12,72%
143 [boeticus 24,62% 19,18% 22,02% 19,77% 21,77% 21,82% 20,65% 22,00%
144 |cf. boeticus 14,77% 12,13% 12,08% 7,90% 11,11% 12,35% 11,12% 10,86%
145 [scopulorum 15,00% 11,32% 12,25% 2,40% 10,81% 10,09% 10,65% 11,28%
146 |spurius 16,51% 11,88% 14,24% 10,42% 9,89% 11,82% 11,58% 13,44%
147 |mindanus 2,51% 15,20% 16,45% 15,90% 16,45% 14,20% 15,19% 15,65%
148 |delessertii 9,15% 18,95% 21,94% 19,67% 21,19% 19,21% 20,69% 21,40%
149 |circumcisus 14,20% 8,22% 10,85% 7,45% 9,86% 9,16% 10,13% 9,60%
150 |T. horasei 17,95% 16,73% 21,09% 18,63% 18,83% 19,63% 18,97% 19,50%
151 |T.subulata 17,99% 20,17% 22,09% 19,87% 19,67% 20,14% 20,54% 20,77%
152 [T.crenulata 20,74% 20,56% 21,56% 20,49% 20,21% 21,20% 21,18% 21,57%

Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

65 nanus 66 sanguinolentus 67 tessulatus 68 arenatus 69 anemone2 70 mustelinus 71 miles 72 rattus
122 |betulinus 11,05% 12,44% 10,08% 9,11% 9,34% 14,68% 14,68% 13,89%
123 |balteatus 11,30% 9,61% 9,15% 7,46% 5,03% 12,28% 12,06% 12,20%
124 |radiatus 10,07% 11,00% 7,92% 6,74% 7,90% 10,16% 10,88% 11,29%
125 |shikamai 9,10% 11,96% 8,63% 6,46% 5,24% 11,50% 11,49% 10,72%
126 |figulinus 10,55% 11,71% 8,88% 7,18% 8,84% 12,74% 12,76% 12,21%
127 |viola 10,82% 12,20% 10,33% 6,95% 6,67% 11,98% 12,45% 12,16%
128 |acutangulus 10,85% 12,91% 10,10% 7,92% 10,34% 11,75% 11,29% 12,68%
129 [musicusl 5,52% 12,22% 8,41% 7,20% 8,65% 12,26% 11,99% 12,71%
130 (loriosii 10,36% 11,24% 8,86% 7,18% 8,65% 12,74% 12,99% 12,03%
131 |emaciatus 10,54% 11,44% 8,88% 8,62% 9,57% 12,75% 12,27% 14,14%
132 |granum 11,30% 12,23% 10,11% 8,39% 7,63% 12,76% 11,81% 12,48%
133 |archon 11,13% 13,66% 9,15% 9,13% 10,85% 11,28% 11,29% 10,59%
134 |aristophanes 12,33% 12,29% 10,37% 10,39% 11,34% 12,58% 11,69% 12,82%
135 |beddomei 11,55% 10,50% 10,07% 8,84% 7,18% 12,70% 11,50% 12,23%
136 [eburneus 9,90% 11,95% 0,72% 6,97% 8,19% 10,55% 11,04% 10,32%
137 |flavidus 10,39% 11,76% 11,32% 10,35% 11,33% 13,81% 13,75% 14,50%
138 |[glans 10,07% 11,95% 10,74% 7,16% 7,371% 11,53% 11,05% 11,26%
139 |[litteratus 9,86% 11,23% 0,48% 6,92% 8,16% 10,34% 10,81% 10,32%
140 |mitratus 13,67% 13,19% 13,15% 10,74% 10,79% 13,93% 13,67% 15,35%
141 |moluccensis 11,42% 13,24% 10,63% 7,77% 10,92% 13,88% 12,65% 12,65%
142 [mucronatus 13,19% 13,56% 11,70% 9,83% 11,73% 13,02% 12,56% 13,47%
143 [boeticus 20,80% 20,74% 21,20% 18,87% 19,26% 22,78% 23,07% 22,07%
144 |cf. boeticus 11,16% 12,04% 9,89% 7,26% 6,98% 11,86% 11,13% 12,09%
145 [scopulorum 11,78% 11,03% 9,83% 9,10% 7,16% 12,76% 12,01% 12,69%
146 |spurius 13,05% 12,68% 9,65% 10,10% 10,86% 14,39% 13,95% 13,70%
147 |mindanus 17,21% 16,17% 16,42% 15,15% 16,41% 16,76% 16,89% 16,14%
148 |delessertii 21,44% 20,92% 21,16% 19,91% 21,40% 21,51% 21,89% 21,61%
149 |circumcisus 10,07% 11,67% 9,31% 7,19% 8,85% 9,87% 10,34% 10,38%
150 |T. horasei 18,89% 18,85% 17,62% 17,85% 17,86% 21,19% 21,23% 19,77%
151 [T.subulata 20,86% 21,42% 18,64% 19,80% 19,58% 21,76% 22,00% 21,24%
152 |T.crenulata 21,19% 21,75% 19,70% 20,88% 19,66% 22,32% 21,07% 20,36%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

73 ximenes 74 verrucosus 75 tabidus 76 sponsalis 77 lorenzianus 78 recurvus 79 orion 80 granarius
122 |betulinus 17,31% 18,10% 10,13% 10,54% 11,96% 11,69% 11,73% 11,06%
123 |balteatus 16,11% 16,87% 7,48% 10,32% 9,12% 7,41% 7,66% 10,56%
124 [radiatus 16,56% 16,63% 9,64% 9,33% 9,55% 7,64% 10,29% 9,37%
125 [shikamai 16,07% 15,83% 6,48% 8,37% 10,53% 7,36% 7,13% 9,58%
126 |figulinus 16,07% 16,89% 9,65% 9,80% 8,84% 10,26% 11,72% 11,52%
127 |viola 16,54% 17,31% 6,70% 9,84% 11,50% 8,08% 8,33% 11,01%
128 |acutangulus 15,58% 15,35% 10,12% 9,86% 11,29% 9,58% 10,80% 10,32%
129 |musicusl 16,40% 16,67% 10,59% 2,88% 10,56% 10,05% 11,99% 11,05%
130 |loriosii 16,16% 17,24% 9,62% 9,61% 8,65% 10,08% 11,54% 11,29%
131 |emaciatus 16,58% 17,16% 8,68% 8,38% 10,29% 9,80% 11,24% 11,27%
132 [granum 15,05% 15,09% 6,98% 11,28% 8,63% 7,87% 7,17% 9,86%
133 Jarchon 16,46% 16,21% 12,07% 11,81% 11,56% 9,12% 8,88% 5,81%
134 |aristophanes 15,73% 16,78% 11,43% 11,59% 12,03% 9,62% 11,12% 10,41%
135 [beddomei 16,65% 16,42% 6,94% 11,28% 10,07% 4,04% 5,74% 9,15%
136 |eburneus 17,46% 16,70% 8,90% 9,40% 9,17% 8,89% 9,84% 8,67%
137 |flavidus 16,76% 16,83% 12,06% 10,12% 11,31% 10,78% 13,25% 12,84%
138 |glans 16,56% 16,87% 6,47% 10,53% 10,76% 8,31% 8,33% 10,05%
139 [litteratus 17,36% 16,41% 8,66% 9,35% 9,13% 8,88% 9,83% 8,63%
140 |mitratus 18,01% 18,60% 12,00% 11,97% 13,41% 10,57% 13,18% 12,71%
141 |moluccensis 15,97% 15,97% 10,89% 11,41% 10,44% 9,71% 11,11% 9,74%
142 |mucronatus 18,54% 18,59% 11,54% 12,21% 11,49% 9,10% 12,20% 11,31%
143 |boeticus 25,42% 26,25% 19,85% 21,02% 21,25% 19,77% 18,54% 21,15%
144 |cf. boeticus 15,48% 16,48% 7,68% 11,12% 10,17% 8,15% 7,68% 10,65%
145 [scopulorum 16,57% 16,88% 6,95% 12,23% 10,08% 4,29% 6,21% 9,83%
146 |spurius 16,98% 17,00% 10,37% 11,56% 3,37% 9,61% 11,05% 12,55%
147 |mindanus 4,28% 2,75% 15,91% 15,94% 15,67% 14,15% 15,91% 17,59%
148 |delessertii 9,69% 9,44% 20,42% 20,67% 19,17% 18,13% 20,17% 22,13%
149 |circumcisus 14,39% 15,21% 9,34% 9,57% 9,79% 6,93% 9,09% 10,10%
150 |T. horasei 18,18% 18,49% 17,35% 19,38% 17,85% 18,25% 17,34% 16,93%
151 |T.subulata 18,69% 18,25% 18,63% 21,09% 19,83% 19,53% 20,29% 18,42%
152 [T.crenulata 19,45% 20,48% 19,44% 21,12% 20,46% 21,40% 20,91% 18,52%
Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)
81 fergusoni 82 diadema 83 centurio 84 violaceus 85 puncticulatus 86 poormani 87 perplexus 88 nussatella
122 |betulinus 10,55% 11,57% 12,48% 11,51% 19,27% 11,73% 17,30% 9,65%
123 |balteatus 6,96% 12,07% 9,13% 10,11% 17,83% 7,92% 16,07% 9,61%
124 |radiatus 8,18% 12,29% 9,39% 10,79% 18,25% 9,59% 17,25% 7,94%
125 |shikamai 4,76% 11,79% 7,38% 10,55% 17,53% 7,14% 16,53% 7,47%
126 |figulinus 10,28% 9,65% 11,28% 10,08% 18,30% 10,55% 16,31% 8,66%
127 |viola 5,95% 12,50% 8,35% 11,79% 16,78% 8,35% 16,25% 9,13%
128 |acutangulus 8,89% 11,31% 8,89% 9,39% 17,80% 10,08% 15,55% 9,39%
129 [musicusl 9,34% 12,80% 9,61% 9,61% 17,35% 10,78% 16,86% 9,17%
130 (loriosii 10,72% 10,38% 11,49% 9,59% 17,64% 10,76% 16,39% 8,91%
131 |emaciatus 10,05% 11,30% 9,60% 4,09% 17,53% 10,08% 16,29% 8,67%
132 |granum 8,35% 11,07% 6,46% 10,35% 16,27% 7,41% 15,26% 9,42%
133 |archon 11,23% 13,52% 10,09% 12,75% 15,17% 9,13% 16,16% 11,36%
134 |aristophanes 12,28% 12,18% 8,95% 10,87% 16,93% 10,61% 15,71% 10,17%
135 |beddomei 7,11% 10,58% 4,04% 11,04% 17,61% 3,08% 16,61% 9,87%
136 |eburneus 10,06% 13,25% 9,88% 9,36% 17,66% 9,60% 17,90% 7,70%
137 |flavidus 12,23% 13,04% 12,26% 8,17% 18,20% 12,95% 17,94% 9,18%
138 |[glans 6,87% 11,57% 8,09% 11,50% 18,02% 8,32% 16,76% 9,86%
139 |[litteratus 10,02% 12,77% 9,80% 9,35% 17,82% 9,34% 17,80% 7,46%
140 |mitratus 11,46% 12,07% 11,72% 13,44% 19,01% 11,75% 18,49% 11,32%
141 |moluccensis 10,38% 13,56% 10,70% 12,10% 16,99% 10,88% 16,40% 9,24%
142 [mucronatus 10,75% 13,01% 10,79% 11,97% 20,48% 10,30% 18,98% 11,07%
143 [boeticus 18,45% 21,85% 19,06% 22,06% 26,95% 19,24% 26,19% 22,47%
144 |cf. boeticus 6,68% 11,17% 8,62% 11,36% 17,42% 7,63% 15,46% 10,42%
145 [scopulorum 6,90% 12,27% 5,96% 10,07% 18,52% 2,86% 16,53% 10,08%
146 |spurius 10,99% 13,26% 11,10% 11,06% 17,68% 10,55% 16,69% 10,85%
147 |mindanus 15,90% 16,33% 15,12% 16,40% 6,75% 15,40% 5,49% 14,70%
148 |delessertii 20,55% 20,59% 19,40% 21,16% 9,87% 19,16% 9,40% 19,68%
149 |circumcisus 9,52% 11,10% 7,66% 10,78% 16,35% 7,86% 14,63% 9,12%
150 |T. horasei 17,28% 19,26% 20,05% 19,28% 17,41% 19,00% 17,92% 19,10%
151 [T.subulata 20,96% 21,11% 19,57% 19,67% 18,38% 20,24% 19,35% 20,40%
152 |T.crenulata 20,31% 22,82% 21,93% 19,22% 20,00% 20,62% 19,56% 21,20%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)
89 capitaneus 90 carinatus 91 muriculatus 92 imperialis 93 striatellus 94 striatus 95 vulpinus 96 cuneolus
122 |betulinus 12,53% 9,84% 12,74% 13,92% 12,79% 8,92% 11,82% 8,88%
123 |balteatus 12,04% 9,62% 12,50% 13,23% 11,12% 8,69% 10,88% 9,12%
124 [radiatus 9,92% 7,20% 11,70% 12,30% 10,40% 7,68% 9,95% 7,67%
125 |[shikamai 10,55% 9,09% 10,29% 13,90% 9,35% 8,88% 9,63% 8,38%
126 |figulinus 11,31% 7,69% 11,78% 11,78% 12,32% 7,70% 11,13% 7,69%
127 |viola 11,51% 10,51% 11,23% 13,67% 10,79% 9,81% 10,35% 9,30%
128 |acutangulus 12,00% 10,80% 10,55% 13,20% 11,35% 10,35% 10,85% 10,07%
129 |musicusl 12,26% 9,58% 11,77% 15,07% 12,27% 9,37% 11,53% 8,14%
130 |loriosii 11,31% 7,69% 12,29% 11,76% 12,51% 7,97% 11,11% 7,69%
131 |emaciatus 11,81% 8,88% 11,52% 13,89% 13,52% 9,37% 12,09% 8,17%
132 [granum 11,57% 8,90% 10,56% 13,01% 9,88% 10,35% 9,94% 10,10%
133 Jarchon 11,29% 9,40% 13,51% 12,46% 11,09% 10,86% 11,58% 10,80%
134 |aristophanes 12,10% 9,43% 11,85% 13,06% 14,49% 8,49% 13,29% 8,92%
135 [beddomei 12,24% 9,10% 11,30% 12,43% 10,55% 7,95% 12,03% 8,87%
136 |eburneus 10,56% 8,42% 12,30% 11,54% 12,52% 7,98% 12,07% 6,75%
137 |flavidus 13,81% 12,05% 12,74% 15,12% 15,92% 11,12% 14,02% 9,86%
138 |glans 11,05% 8,60% 10,29% 13,45% 11,76% 9,35% 10,37% 9,56%
139 [litteratus 10,34% 8,17% 12,03% 11,54% 12,29% 7,71% 12,08% 6,73%
140 |mitratus 13,22% 12,22% 12,69% 15,20% 13,00% 10,56% 14,01% 10,31%
141 |moluccensis 13,16% 8,45% 11,85% 13,34% 12,45% 8,97% 11,00% 10,64%
142 |mucronatus 12,30% 9,82% 13,85% 12,96% 14,46% 9,63% 13,77% 10,79%
143 |boeticus 22,33% 20,26% 21,46% 23,79% 18,44% 20,99% 18,55% 20,07%
144 |cf. boeticus 11,38% 9,64% 10,88% 13,44% 10,15% 8,49% 11,15% 8,67%
145 [scopulorum 12,76% 9,13% 11,54% 11,81% 10,32% 8,65% 10,90% 8,89%
146 |spurius 14,16% 10,36% 12,77% 13,48% 13,70% 10,15% 12,54% 9,64%
147 |mindanus 16,77% 14,71% 15,46% 15,61% 16,52% 15,73% 15,99% 15,92%
148 |delessertii 22,271% 19,15% 19,62% 20,39% 21,27% 20,72% 20,76% 21,16%
149 |circumcisus 10,84% 4,78% 9,82% 12,54% 11,30% 5,28% 12,06% 7,66%
150 |T. horasei 20,48% 18,31% 19,69% 19,21% 18,13% 17,70% 16,17% 18,83%
151 |T.subulata 21,29% 18,63% 21,06% 20,28% 18,71% 19,94% 19,73% 21,26%
152 [T.crenulata 21,85% 19,03% 21,08% 21,14% 20,32% 20,43% 20,11% 21,55%
Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)
97 bartschi 98 ateralbus 99 arcuatus 100 lineolatus 101 catus 102 compressus 103 tenuistriatus 104 episcopatus
122 |betulinus 11,07% 10,54% 18,09% 9,90% 9,36% 9,66% 12,56% 9,34%
123 |balteatus 10,36% 10,09% 17,02% 7,72% 9,63% 5,56% 9,46% 8,94%
124 |radiatus 8,21% 9,33% 17,24% 9,16% 7,44% 8,69% 11,10% 7,20%
125 |shikamai 9,14% 9,56% 17,20% 5,75% 9,58% 4,57% 8,43% 9,37%
126 |figulinus 9,89% 8,61% 17,02% 8,95% 7,69% 9,90% 10,38% 7,45%
127 |viola 10,33% 10,05% 17,44% 7,89% 10,32% 6,24% 9,40% 9,88%
128 |acutangulus 11,80% 11,06% 16,33% 9,88% 10,57% 9,92% 11,62% 9,61%
129 [musicusl 11,80% 7,91% 16,60% 10,62% 9,32% 8,42% 13,01% 9,85%
130 (loriosii 10,57% 8,42% 17,14% 8,97% 8,36% 10,09% 10,57% 8,38%
131 |emaciatus 10,15% 8,85% 17,51% 10,64% 9,12% 9,63% 11,11% 8,91%
132 |granum 8,48% 10,07% 16,27% 8,92% 9,62% 8,67% 4,81% 9,13%
133 |archon 8,43% 9,16% 16,68% 10,90% 10,55% 11,08% 12,32% 11,03%
134 |aristophanes 8,52% 10,86% 15,71% 11,46% 9,89% 12,36% 13,34% 9,87%
135 |beddomei 9,12% 8,88% 17,81% 6,97% 10,51% 8,14% 10,06% 11,23%
136 |eburneus 8,20% 7,72% 18,38% 10,64% 8,63% 9,66% 13,04% 9,59%
137 [flavidus 14,17% 11,58% 17,67% 12,14% 11,52% 11,58% 14,49% 12,28%
138 [glans 10,61% 9,80% 17,46% 7,69% 9,06% 7,16% 7,93% 11,01%
139 [litteratus 8,20% 7,68% 18,29% 10,17% 8,61% 9,62% 13,23% 8,89%
140 |mitratus 14,49% 12,45% 18,40% 12,77% 13,44% 10,86% 14,00% 12,54%
141 |moluccensis 9,93% 10,92% 15,94% 10,20% 9,67% 11,66% 12,90% 9,91%
142 [mucronatus 11,13% 12,21% 19,02% 12,09% 10,51% 12,00% 12,99% 11,25%
143 [boeticus 20,98% 22,22% 24,52% 18,65% 20,71% 19,76% 19,65% 19,80%
144 |cf. boeticus 10,58% 10,15% 16,71% 8,43% 9,60% 8,16% 8,66% 9,87%
145 [scopulorum 8,68% 10,08% 17,02% 6,95% 10,10% 7,92% 10,34% 9,87%
146 |spurius 11,08% 8,94% 17,43% 10,88% 9,82% 11,57% 11,59% 10,56%
147 |mindanus 15,66% 15,67% 5,85% 17,17% 16,18% 17,21% 15,73% 14,65%
148 |delessertii 20,45% 20,16% 9,91% 21,15% 19,64% 21,96% 19,77% 19,39%
149 |circumcisus 8,67% 8,62% 16,09% 8,69% 5,95% 9,80% 11,95% 9,33%
150 |T. horasei 15,69% 18,82% 18,43% 18,43% 18,27% 17,90% 18,65% 20,14%
151 [T.subulata 19,15% 19,33% 20,48% 19,71% 18,34% 20,17% 20,61% 20,53%
152 |T.crenulata 19,01% 19,44% 20,43% 19,92% 18,75% 20,01% 18,51% 20,16%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)
105 memiae 106 tribblei 107 coffeae 108 magus 109 corallinus 110 monachus 111 californicus 112 proximus
122 |betulinus 16,95% 11,30% 12,73% 9,87% 9,81% 10,36% 17,37% 10,55%
123 |balteatus 15,42% 6,83% 8,40% 9,17% 6,46% 8,95% 15,17% 8,90%
124 [radiatus 15,91% 9,78% 11,03% 6,73% 8,37% 2,18% 13,68% 6,02%
125 [shikamai 15,14% 5,10% 7,40% 9,13% 2,38% 7.47% 15,85% 8,16%
126 |figulinus 15,42% 11,46% 10,54% 7,70% 9,36% 8,42% 14,44% 8,38%
127 |viola 15,12% 5,36% 8,36% 10,55% 4,05% 8,45% 16,08% 8,88%
128 |acutangulus 13,92% 9,57% 10,34% 10,84% 8,63% 9,19% 16,39% 10,32%
129 |musicusl 15,23% 11,28% 12,49% 9,13% 9,59% 8,47% 15,66% 9,33%
130 |loriosii 15,22% 11,45% 10,79% 8,14% 9,60% 8,86% 14,66% 8,35%
131 |emaciatus 14,22% 11,50% 11,26% 9,13% 9,61% 9,65% 15,38% 8,60%
132 [granum 13,87% 6,83% 3,82% 9,40% 6,23% 8,92% 14,97% 9,86%
133 Jarchon 15,00% 10,76% 11,56% 9,42% 10,09% 9,63% 15,63% 11,02%
134 |aristophanes 15,01% 13,30% 12,55% 9,92% 11,59% 9,70% 16,78% 9,42%
135 [beddomei 15,16% 8,01% 9,06% 8,63% 8,08% 9,38% 17,82% 10,03%
136 |eburneus 16,05% 10,54% 12,28% 8,67% 10,06% 8,71% 17,13% 8,64%
137 |flavidus 14,79% 12,26% 13,48% 12,52% 11,53% 10,87% 16,67% 10,29%
138 |glans 15,08% 6,79% 6,89% 9,31% 6,43% 9,16% 15,60% 9,56%
139 [litteratus 15,92% 10,49% 12,43% 8,38% 9,60% 8,64% 16,39% 8,61%
140 |mitratus 17,10% 11,71% 13,62% 12,44% 10,34% 11,80% 17,33% 12,01%
141 |moluccensis 15,70% 11,09% 12,59% 8,22% 9,69% 5,87% 13,95% 7,50%
142 |mucronatus 17,63% 12,94% 11,71% 10,05% 10,80% 7,97% 16,99% 7,91%
143 |boeticus 24,61% 19,66% 19,50% 20,75% 18,78% 19,29% 23,74% 20,83%
144 |cf. boeticus 14,22% 6,31% 7,43% 9,64% 6,20% 8,73% 14,41% 8,90%
145 [scopulorum 15,14% 8,77% 9,30% 8,64% 7,14% 9,41% 16,66% 10,08%
146 |spurius 15,58% 12,46% 10,84% 10,14% 10,80% 9,39% 15,14% 11,05%
147 |mindanus 3,80% 15,88% 15,40% 14,98% 15,42% 14,96% 12,73% 16,89%
148 |delessertii 7,62% 20,02% 19,90% 19,48% 19,93% 19,98% 18,28% 22,16%
149 |circumcisus 14,40% 10,19% 11,20% 5,74% 9,08% 6,73% 14,38% 7,42%
150 |T. horasei 17,85% 17,20% 17,88% 18,57% 16,82% 17,86% 19,25% 19,92%
151 |T.subulata 18,15% 20,39% 20,08% 18,88% 20,75% 19,80% 19,02% 21,98%
152 [T.crenulata 19,91% 20,24% 19,92% 19,28% 20,78% 19,95% 20,81% 21,79%

Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

113 parvulus 114 musicus 115 mmaris 116 lividus 117 bullatus 118 coronatus 119 circumactus 120 cinereus
122 |betulinus 9,60% 11,23% 12,30% 12,52% 12,49% 13,57% 10,36% 10,58%
123 |balteatus 9,33% 12,45% 12,11% 9,41% 11,80% 12,81% 9,92% 9,14%
124 |radiatus 9,36% 10,28% 9,64% 11,06% 9,36% 9,89% 3,87% 6,48%
125 [shikamai 5,00% 10,98% 12,06% 12,01% 11,02% 11,80% 8,89% 8,16%
126 [figulinus 10,07% 11,47% 11,30% 11,06% 11,50% 12,09% 7,70% 7,67%
127 |viola 7,39% 13,14% 12,32% 12,26% 12,01% 12,26% 9,86% 9,11%
128 [acutangulus 10,10% 11,97% 11,12% 12,97% 12,50% 11,59% 9,39% 9,14%
129 [musicusl 9,13% 4,80% 11,88% 12,73% 10,60% 11,05% 9,42% 9,16%
130 [loriosii 9,89% 11,71% 11,81% 11,04% 11,33% 12,33% 8,41% 7,71%
131 |emaciatus 10,32% 11,00% 11,33% 10,55% 11,25% 10,89% 10,08% 7,89%
132 |granum 9,09% 12,96% 11,82% 12,04% 12,03% 11,16% 9,63% 8,88%
133 |archon 10,11% 13,91% 9,91% 13,46% 11,80% 9,87% 9,88% 8,69%
134 |aristophanes 13,06% 12,55% 5,33% 12,31% 11,34% 4,71% 10,01% 8,00%
135 |beddomei 9,06% 12,67% 11,11% 10,53% 10,58% 10,84% 10,08% 8,43%
136 |eburneus 7,94% 11,95% 9,90% 12,00% 10,85% 10,56% 9,86% 9,19%
137 |flavidus 12,09% 13,46% 13,06% 11,56% 11,61% 12,36% 11,81% 10,34%
138 |[glans 8,83% 13,60% 11,53% 12,23% 11,02% 11,57% 10,14% 8,66%
139 |litteratus 7,69% 10,99% 9,40% 11,50% 10,33% 10,29% 9,38% 8,90%
140 [mitratus 12,46% 13,63% 14,23% 13,93% 12,99% 13,48% 11,82% 10,12%
141 [moluccensis 10,43% 12,52% 10,69% 13,02% 9,99% 10,07% 7,53% 6,82%
142 [mucronatus 11,52% 13,85% 11,55% 13,35% 11,98% 12,05% 9,22% 7,24%
143 [boeticus 19,55% 24,32% 22,32% 20,32% 22,43% 21,77% 20,16% 19,50%
144 |cf. boeticus 7,70% 14,89% 11,46% 12,32% 10,65% 11,44% 9,69% 8,75%
145 [scopulorum 8,84% 13,83% 10,60% 10,85% 11,79% 10,83% 9,89% 9,37%
146 [spurius 10,37% 13,16% 12,29% 12,51% 11,78% 11,57% 11,09% 9,16%
147 [mindanus 17,19% 17,44% 16,70% 16,71% 17,44% 14,02% 15,68% 15,67%
148 |delessertii 20,19% 21,92% 21,00% 21,48% 21,36% 19,18% 20,17% 20,93%
149 |circumcisus 8,86% 11,43% 8,45% 11,72% 9,09% 8,65% 7,48% 7,00%
150 |T. horasei 18,12% 21,39% 18,89% 19,12% 18,56% 19,05% 19,26% 18,84%
151 [T.subulata 20,81% 23,59% 20,40% 21,25% 21,52% 19,15% 20,52% 20,37%
152 |T.crenulata 20,21% 22,71% 21,19% 21,86% 21,74% 21,41% 19,15% 20,65%
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Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

121 chaldeus 122 betulinus 123 balteatus 124 radiatus 125 shikamai 126 figulinus 127 viola 128 acutangulus
122 |betulinus 11,51% -
123 |balteatus 11,55% 9,84% -
124 |radiatus 9,12% 9,36% 9,13% -
125 [shikamai 11,73% 10,49% 6,91% 8,39% -
126 |figulinus 11,02% 4,77% 8,62% 7,90% 10,49% -
127 |viola 11,98% 12,23% 7,39% 9,82% 3,32% 11,46% -
128 |acutangulus 10,34% 10,56% 11,26% 9,61% 8,12% 9,83% 10,26% -
129 |musicusl 9,87% 11,25% 11,29% 8,43% 8,61% 10,55% 10,05% 9,59%
130 |loriosii 11,06% 5,02% 7,94% 7,94% 10,32% 0,48% 11,06% 10,32%
131 [emaciatus 9,59% 10,99% 9,83% 10,04% 10,27% 8,35% 11,26% 10,08%
132 [granum 11,02% 11,98% 7,43% 10,09% 6,20% 10,05% 7,16% 9,60%
133 |archon 9,22% 12,72% 12,30% 9,91% 9,59% 12,06% 11,30% 10,56%
134 |aristophanes 4,82% 12,07% 12,37% 9,18% 12,32% 11,36% 12,84% 11,37%
135 [beddomei 10,35% 12,44% 8,15% 9,16% 7,13% 11,53% 8,33% 10,06%
136 |eburneus 10,39% 10,54% 9,63% 7,74% 8,64% 9,36% 10,08% 11,03%
137 |flavidus 11,14% 13,01% 10,63% 10,62% 12,03% 11,57% 13,00% 12,08%
138 |glans 11,51% 12,23% 7,18% 9,59% 6,19% 10,75% 6,67% 10,56%
139 [litteratus 10,33% 10,07% 9,13% 7,94% 8,38% 9,10% 10,07% 10,33%
140 [mitratus 13,46% 12,98% 10,82% 11,79% 10,77% 11,73% 10,79% 12,48%
141 [moluccensis 9,74% 11,68% 11,18% 5,56% 9,71% 9,23% 10,94% 10,47%
142 |mucronatus 11,30% 13,45% 10,61% 8,63% 11,54% 10,80% 12,03% 12,78%
143 |boeticus 22,79% 22,11% 18,48% 20,80% 18,60% 21,05% 19,07% 21,60%
144 |cf. boeticus 11,17% 11,11% 7,02% 9,69% 5,26% 10,17% 5,27% 10,64%
145 |scopulorum 10,52% 11,52% 7,18% 9,60% 7,63% 11,48% 8,10% 10,79%
146 |spurius 10,89% 12,46% 9,88% 9,67% 11,03% 8,65% 12,01% 12,23%
147 |mindanus 15,43% 16,89% 15,88% 15,46% 15,66% 15,94% 15,90% 14,14%
148 |delessertii 20,20% 22,15% 21,18% 20,68% 20,42% 21,19% 19,92% 18,64%
149 (circumcisus 8,67% 10,56% 9,40% 6,71% 8,63% 7,93% 9,12% 9,36%
150 [T. horasei 19,58% 18,50% 16,95% 17,86% 17,05% 19,02% 16,61% 18,75%
151 [T.subulata 20,60% 22,01% 20,64% 19,82% 20,03% 21,26% 20,06% 21,03%
152 [T.crenulata 21,04% 20,09% 21,58% 18,92% 19,85% 20,12% 21,74% 21,09%

Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

129 musicusl 130 loriosii 131 emaciatus 132 granum 133 archon 134 aristophanes 135 beddomei 136 eburneus
129 |musicusl -
130 |loriosii 10,77% -
131 |emaciatus 9,11% 7,90% -
132 [granum 11,07% 9,87% 10,31% -
133 |archon 11,51% 12,47% 11,81% 9,91% -
134 |aristophanes 11,34% 11,84% 10,63% 11,16% 9,87% -
135 [beddomei 10,74% 11,94% 10,32% 7,18% 10,29% 10,63% -
136 |eburneus 9,35% 9,11% 9,14% 10,14% 9,80% 10,63% 10,52% -
137 |flavidus 11,28% 11,76% 7,43% 12,55% 14,87% 12,83% 12,93% 11,79%
138 |glans 11,04% 11,00% 10,51% 5,49% 11,05% 11,81% 8,09% 10,57%
139 [litteratus 8,64% 9,08% 9,11% 10,08% 9,14% 10,39% 10,05% 0,24%
140 |mitratus 11,04% 11,29% 12,45% 11,76% 13,96% 13,30% 10,78% 13,25%
141 [moluccensis 10,21% 9,94% 10,89% 10,97% 10,72% 10,30% 10,90% 10,90%
142 |mucronatus 12,28% 11,02% 10,54% 11,08% 13,26% 11,83% 11,30% 11,58%
143 |boeticus 21,61% 21,08% 21,09% 19,09% 23,46% 22,20% 20,06% 21,09%
144 |cf. boeticus 11,55% 10,58% 10,64% 6,03% 11,28% 12,17% 8,82% 10,13%
145 |scopulorum 11,78% 11,28% 10,78% 8,11% 10,36% 9,93% 3,82% 9,62%
146 |spurius 11,76% 8,88% 9,37% 8,68% 11,43% 12,07% 10,53% 10,51%
147 |mindanus 15,69% 16,18% 15,94% 14,63% 15,12% 14,93% 16,14% 16,16%
148 |delessertii 19,69% 21,43% 20,94% 18,40% 20,79% 20,64% 19,67% 21,66%
149 |circumcisus 9,09% 8,60% 9,37% 9,39% 9,11% 7,96% 8,61% 8,89%
150 [T. horasei 19,76% 19,23% 18,50% 17,16% 17,01% 20,09% 19,44% 17,96%
151 [T.subulata 21,32% 21,25% 19,34% 18,63% 19,39% 20,50% 19,07% 18,39%
152 [T.crenulata 21,32% 20,09% 19,82% 19,49% 18,51% 21,08% 20,64% 19,66%
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Tabelle 6.8 (Fortsetzung

Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)

137 flavidus 138 glans 139 litteratus 140 mitratus 141 moluccensis 142 mucronatus 143 boeticus
137 |flavidus -
138 [glans 12,47% -
139 [litteratus 11,54% 10,49% -
140 |mitratus 14,24% 11,49% 13,37% -
141 |moluccensis 11,63% 10,38% 10,64% 13,84% -
142 |mucronatus 13,01% 10,98% 11,50% 13,91% 9,67% -
143 |boeticus 21,29% 19,26% 21,05% 22,28% 20,91% 22,70% -
144 [cf. boeticus 12,80% 7,43% 9,65% 12,10% 10,96% 11,37% 18,12%
145 |scopulorum 12,52% 8,33% 9,81% 12,67% 10,94% 11,54% 18,62%
146 |spurius 12,72% 11,05% 9,87% 12,78% 10,46% 11,58% 22,04%
147 |mindanus 16,46% 15,87% 15,91% 17,96% 15,49% 18,14% 25,73%
148 |delessertii 21,22% 20,86% 21,41% 21,67% 21,11% 23,40% 29,48%
149 |circumcisus 11,28% 8,82% 8,86% 11,55% 7,97% 10,74% 20,23%
150 |T. horasei 19,51% 17,82% 17,59% 21,10% 17,00% 20,70% 25,63%
151 |T.subulata 20,20% 19,34% 18,39% 22,80% 19,97% 22,48% 28,50%
152 |T.crenulata 21,43% 20,09% 19,90% 22,99% 19,25% 22,57% 27,18%

Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen
des 16S rRNA-Genabschnittes (in %)

144 cf. boeticus 145 scopulorum 146 spurius 147 mindanus
144 |cf. boeticus -
145 |scopulorum 7,68% -
146 |spurius 11,06% 10,82% -
147 |mindanus 15,00% 15,90% 16,43% -
148 |delessertii 19,95% 20,16% 20,59% 9,01%
149 [circumcisus 8,65% 9,15% 9,38% 14,67%
150 [T. horasei 17,41% 19,11% 17,46% 18,40%
151 [T.subulata 19,68% 20,55% 18,86% 19,07%
152 |T.crenulata 20,49% 21,30% 19,23% 20,02%
Tabelle 6.8 (Fortsetzung) Distanzwerte der Nukleotid-Sequenzen des 16S rRNA-Genabschnittes (in %)
148 delessertii 149 circumcisus 150 T. horasei 151 T.subulata 152 T.crenulata
148 delessertii -
149 circumcisus 19,37% -
150 T. horasei 23,82% 17,78% -
151 T.subulata 23,67% 19,30% 14,39% -
152 T.crenulata 24,77% 20,38% 13,89% 11,59% -
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6.2.2 Erstellte 16S rRNA Sequenzen

C. ammiralis
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAGCTGTCTCTTTTAGATT
ACTTAGAACTTTATCTTTGGATGAAAAAGTCCAGATATAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAGTTAATAGATTTAATTCGAACCAATATAGATAAA
AGGAAAGCTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAAGTAAAGCCTCCT
TTAAATAATAAATCTTACCTGTGTTGATCCAAAATTTTTGATCAAAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. anemone
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATAATTTGCCTTA
TAATTGAAGGCTGGAATGAACGGTTTGACAAGAATACATCTGTCTCTTATTGATT
ACCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAGTGGACTTAATAAAAATCAATATAAGTAAA
AGAAAAGCCGCTAAGTGTACTTTGGTTGGGGCAACCGAGGAGCAGACAAAGCCT
CCTTTAACTTTTAAATCATACTTGTGTTGATCCAAAGATTTTGATCAAAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. anemone 2
ttTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATAATTTGCCTTATA
ATTGAAGGCTGgAATGAATGGTTTGACAAGAATACATCTGTCTCTTATTGATTATC
CAGAATTTTATTTTTGGATGAAAAAGTCCAGATATAATTAAAAGACAAGAAGACC
CTATCGAGCTTTAGAGAAATTAGTGGACTTAATAAAAGTCAATATAGGTAAAAGA
AAAGCCATTAAGTGTACTTTGGTTGGGGCAACCGAGGAGCAAACAAAGCCTCCTT
TAACTTTTAAATCATACTTGTGTTGATCCAAAGATTTTGATCAAAGGAATTAGTTA
CCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTTTG
TGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. archon
TTTTAaACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAGCTGTCTCTTTCTGATTA
GTTAGAATTTTATTTTTAGGTGAAAAAGCCTAGATGTTATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAGAAGTTAGTAGAATTTTAATAAATCAATATTATAGTAA
AAGAAAAACTATTAAATACTTTGGTTGGGGCAACCAAGGAGTAAGCAAAGCCTC
CTTTAAACTATAAGTCATACTTGTACTGATCCAAGTATATTGATCAAAGAAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. arenatus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAGCTGTCTCTTTTAGATT
GTTTAGAATTTTATTTTTGGATGAAAAAGTCCAGTTACTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAGTAGGCTTAATGGAAATCAATATAAATAAA
AGAAAAGCTATTAAATACTTTGGTTGGGGCAACCGAGGAGCAAATAAAGCCTCC
TTTAAGCTATAAGTCAAACTTGTGTTGATCCAAAGATTTTGATCAAAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATATCCTAAAG
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C. aristophanes
CTTGATTCGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATTA
TTTAGAATTTTATCTTTGGGTGAAAAAGCCCAGATCGTATTAAAAGACAAGAAGA
CCCTATCGAGCTTCAGAAAAATTAATAGAGATTATGCTTAATATTGGTTAAAAAG
AAAGCTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAAACAAAGCCTCCTTTG
AATAAGAAGTCTTACTTGTGAGGATCCAAGAATTTTGATCAAAGAAATTAGTTAC
CGTAGGGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAGGTTTGT
GACCTCGATGTTGGACCAGAATATCCTAAAG

C. aurisiacus
TTTTAAACGGCCGCGGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTT
ATAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAGCTGTCTCTTTTTGAT
TGTTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATTATTAAAAGACAAGAA
GACCCTATCGAGCTTTAGAAAAATTAATAGGCTTAATATAAACTAATATGAGTAA
AAAGCATAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCTC
CTTTGTTTTGTAAGTCTTACTTGCGTTGATCCAAGAATTTTGATCAAAGAAATTAG
TTACCGAGGGATAACACATTATCTTTTTTAAGAGCCCGTATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCACAATATCCTAAAG

C. bandanus
GTTTGAACGGCCGCGGTTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTT
ATAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGAT
TGCTTAGAATTTTATCTCTGGATGAAAAAGTCTAGATATAATTAAAAGACAAGAA
GACCCTATCGAGCTTTAGAAGAATTAGTAGATTTAATTTAAATCTATATAAGTAA
AAGAAAAGCTATTAAACACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCTC
CTTTAGAATAATAAATCTTGCTTGTGTTGATCCAAAATTTTTGATCAAAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. beddomei
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTATTGATTT
TCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTATACTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGGAAAATTAATGGATTTAAAAACGAATCAATATTAATAAA
AGAAAAACCATTAAGTATACTTTGGTTGGGGCAACCGAGGAGTAAACAAAACCT
CCTCTAAACTTTAAATCGTACTTGTGTTGATCCAAGAATTTTGATTAAAGAAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. boeticus
TTTTAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACGAGAATACACCTGTCTCTTTTCGCTTTT
CTTAGAATTTTATCTTTTGGATGAAAAAGTCCTGATACCATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAGTGGAGTTAATATATAACTCATATAAGATA
AAAAGATGAAGCGACTGAGTACTCTGTGTGTGGGGCGACCCCGGAGTACATATA
GCCTCCTCTATTAATTATCACCCACTTGTTGTGCCCCAAATCTTTGATCATAGGAG
TTATTTATACCCCGGATAACAACATTATCTTCTTTTGTAAGCCCCCATCGCAAAAA
AGGAGGTGTTGACCACCTCTGATTGGTGTACCACCAATAATCCTCATAG
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C. brunneus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTCTGATT
CTTTAGAATTTTATTTCTAGGTGAAAAAGCCTAAATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTGATGGAATTTAAGTTGATTAATATTAATAAA
AAAGGAACTATTAAACACTTTGGTTGGGGCAACCGAGGAGTAAACAAAGCCTCC
TCTAAGTATATAAATCTTACTCGTATTGATCCAAATATTTTGATCAAAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. burryae
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATATCTGTCTCTTATTGATTT
TCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTATATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAGAAATTAATGGATTTTAAATGAATCGATATTAATTAAA
AGAAAAACCATTAAGTGTACTTTGGTTGGGGCAACCGAGGAGTAAACAAAGCCT
CCTCTAAACTATAAGGCCTACTTGTATTGACCCAGGAATTTTGATCAAAGAAATT
AGTTACCGTAGGGATAACAGCATTATTTTTTTTAAGAGCCCATATCGAAAAAAAA
GTTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. cargilei
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTTTGATTC
TCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTCTATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAAAAATTGATGGATTTAAAATGACCTAATAATAATAAAA
GGAAAACCATTAATATACTTTGGTTGGGGCAACCGAGGAGTAGATAAAGCCTCCC
TAAATTTTAAATCATACTTGAATTGACCCAAGAATCTTGATCAAAGAAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. capitaneus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTCATGATT
ACTTAGAATTTTATTTCTAGATGAAAAAGTCTAGATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTGAGAAAAATTAACAGGCATATTAGAACTCAATATTAGTAAA
AGAAAAGCTGTTAAACACTTTGGTTGGGGCAACCTAGGAGTAAGCAAAGCCTCCT
AATTATAACAAGTCGGACCTGTGTTGATCCAGTTGTATTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. caribbaeus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAACGGTAGCATAGTCATTTGCCGTT
ATATATGAAGGCAGGAATGAATGGTTTGACATGAATACACCTGTCTCTTATTGAT
TTTCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTGTATTAAAAGACAAGAA
GACCCTATCGAGCTTTAGAAAAGTTAATAGATTTGACAATGAGCTAATATTAATA
AAAGAAAAACTATTAAGTGTACTTTGATTGGGGCAATCGAGGAGCAAATAAAGC
CTCCTCTCAATTTTAAATCGTACTTGTACTGACCCAAGAATTTTGAGCAAAGAAAT
TAGTTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAA
GGTTTGTGACCTCGATGTTGGACCAGCAATGTCCTAAAG
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C. carinatus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAGCTGTCTCTTTTAGATT
GTTTAGAATTTTATTTTTGGATGAAAAAGTCCAAATGTTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAATAGATTTAATATAAATTCATATAAGTAAA
AGACATAACTATTAAACACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCTCC
TTTATTTTGTGAGTCTTACTTGTGTTGATCCAGAAATTTTGATCAAAGAAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. cedonuli |
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTTTGATTA
GTTAGAATTTTATTTTTAGGTGAAAAAGCCTAGATATTATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAAAAGTTAGTGGAGTTTAATAAATCAATGTTAATAGAAG
AAAAACTACTAAATACTTTGGTTGGGGCAACCGAGGAGTAAATAGAGCCTCCTTT
AAACTATAAGTCATACTAGTATTGATCCAAGTGTCTTGATCAAAGGAGTTAGTTA
CCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGTTTG
TGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. cedonulli Il
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTTTGATTA
GTTAGAATTTTATTTTTAGGTGAAAAAGCCTAGATATTATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAAAAGTTAGTGGAGTTTAATAAATCAATGTTAATAGAAG
AAAAACTACTAAATACTTTGGTTGGGGCAACCGAGGAGTAAATAGAGCCTCCTTT
AAACTATAAGTCATACTAGTATTGATCCAAGTGTCTTGATCAAAGGAGTTAGTTA
CCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGTTTG
TGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. chaldeus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATT
ATTTAGAATTTTATCTTTGGGTGAAAAAGCCCAGATTTTATTAATAGACAAGAAG
ACCCTATCGAGCTTCAGAAAAATTAATAGAGTGGCTATATTTAATATTAATTAAA
AAAAGGCTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAGACAAAGCCTCCTT
TGAATTAGAAGGTCTTACTTGTGAGGATCCAAGAATTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. cingulatus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATACCTGTCTCTTTTGGATT
ATTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATACTATTAAAAGACAAGAAG
ACCCTATCGAGCTTCAGAAAAGTTAATAGATTTTAGAATGTCAATAAGGTAAAAG
AAAAACTATTAAATACTTTGGTTGGGGCAACCAAGGAGTAATTAAAGCCTCCTTT
AAACTATGAAGTCCTACTTGTGCTGATCCAAAGATTTTGATCAAAGAAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCGTATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTAAAG
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C. circumcisus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAGCTGTCTCTTTTTGATT
GTTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAATAGGTTTAATATAAGCTAATATAAGTAAA
AAGCATAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCTCC
TTTGTTTTGTAAGTCTTACTTGCGTTGATCCAAGAATTTTGATCAAAGAAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCGTATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. coffeae
TTTTAAACGGCCGCGGTACCCTGACCGTGCGAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTATAACT
TTCTAGAACTTTATCTTTGGATGAAAAAGTCCAAATATAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAGAATTAATGGATTTGATAACAATCAATAGAAATAAA
AGAAGAGCCATTAAGTATACTTTGGTTGGGGCAACCAAGGAGTAGACAAAGCCT
CCTTTAAACTTTAAGTCATACATGTGTTGACCCAAAATTATTGATCAAAGGAATT
AGTTACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAG
GTTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. dalli
TTTTAACGGCCGCGGTACTCTGACCGTGCAACGGTAGCATAATCATTTGCCTTATA
ATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATTAC
TTAGAATTTTATCTTTGGATGAAAAAGTCCAGATATAATTAAAAGACAAGAAGAC
CCTATCGAGCTTTAGAGAAGTTAATAGATTTGATTTGAACCAATATAGATAAAAG
GAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAAGCAAAGCCTCCTTT
AAATAGTAGATCTTGCTTGTGTTGATCCAAAATTTTTGATCAAAGGAATTAGTTAC
CGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGTTTGT
GACCTCGATGTTGGACCAGAATATCCTAAAG

C. daucus
GTTTAAACGGCCGCGGTACTCTGACCGCTGCAAAGGTAGCATAATCACTTGCCTT
ATAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTTGAT
TCTCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTCTATTAAAAGACAAGAA
GACCCTATCGAGCTTTAGAAAAATTAATAGATTTAAAATGACAATAATAATAAAA
GGAAAACCATTAATAGATTTTGGTTGGGGCAACCGAGGAGTAGATAAAGCCTCCT
CTAAACTTTAAATCATACTTGAATTGATCCAAGAATCTTGATCAAAGAAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. delessertii
TATTTAACGGCCGCGGTACCCTGACCGTGCAAAGGTAGCATAATACTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATGTGGCTGTCTCATTATAATTT
AATAGAATTTTATTTTAGGATGAAAAAGTCCTAGCTAAATTAAAAGACAAGAAG
ACCCTATCGAGCTTAAAGTTAATTAATAAAAAATTAATACTTATAAAGACGTTAT
TAAAAATTTTGGTTGGGGCAACTAAGGAGCAAAAAAAGCCTCTTTTTAAAAATTA
TACCCTACTAGCTAAGGATCCCATAATTTTGATCAAAGAAAATACTTACCGTAGG
GATCACCTCATTATCTTTTTTGAGGAGCCCTTATCCAAAAAAAGGTTTGCGACCCC
ATGCTTGGACATGACTACTCTAACG
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C. distans
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATAACTGTCTCTCTATGACT
ACTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTAAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAGAGGATTTAAATTAATTAATATTTTATAAA
AAATAGACTTCTATAAACATTGGTTGGGGCAACCTGGGAGTATATAAAGCCTCCT
TTAATTGTATAAGTCTTACAAGTATTGATCCAAACTTTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATGTCCTGAAG

C. donnae
TTTTAAACGGCCGCGGTACTCTGACCGTGGCAAAGGTAGCATAATCATTTGCCTT
ATAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTTTGATT
CTCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTCTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAATGGATTTAAAATGGCCTAATAATAATAAA
AGGAAAGCCATTAATATACTTTGGTTGGGGCAACCGAGGAGTAGATAAAGCCTC
CTCTAAATTTTAAATCATACTTGAATTGACCCAAGAATCTTGATCAAAGAAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. doreensis
GTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATT
ATTTAGAATTTTATTTTTGGGTGAAAAAGCCCGGATTTTATTAAAAGACAAGAAG
ACCCTATCGAGCTTCAGAAAAATTAATAGAGTAGTCACGCTTAATATTGATAAAA
GAAGAGCTATTAAACACTTTGGTTGGGGCAACCGAGGAGTAAACAAAGCCTCCTT
TGAATAAGAAATCTTACTTGTGAGGATCCAAGAATTTTGATCAAAGAAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTTGAGAGTCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. eburneus
TTTTAAACGGCCGCGCTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATTC
TATAGAATTTTATTTTTAGGTGAAAAAGCCTAGATTGAATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAGAAGTTAATAGACTTAGTGTAAATCAATATAAGTAAAA
GAAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGCAAGTAAAGCCTCCTC
TCAGTGGTAAGTCTTACTTGTGTTGATCCAAATTTTTTGATCAAAGGAATTAGTTA
CCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTTTG
TGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. ermineus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGGCT
GCCTAGAATTTTATCTTTGGATGAAAAAGTCCAAATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAGTAGACTTAATATAAATCAATATAAGTAAA
AGGAAAACTACTAAATACTTTGGTTGGGGCAACCGAGGAGTAAATAGAGCCTCC
TTTGAATTACAAATCCTACATGTAATTGATCCAAAAATTTTGATCAAAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATATCCTGAAG
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C. flavescens
TTTTAAACGGCCGCGGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTT
ATAATTGAAGGCTGGAATGAATGGTTTGACATGAATACACCTGTCTCTTATTGAT
TTTCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTGTATTAAAAGACAAGAA
GACCCTATCGAGCTTTAGAAAAGTTAATAGATTTGACAATGAGCTAATATTAATA
AAAGAAAAACTATTAAGTGTACTTTGATTGGGGCAATCGAGGAGCAAATAAAGC
CTCCTCTCAATTTTAAATCGTACTTGTACTGACCCAAGAATTTTGAGCAAAGAAAT
TAGTTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAA
GGTTTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. flavidus
TTTTAAACGGCCGCGGCTACTCTGAGCGTGCAAAGGTAGCTAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATACCTGTCTCCTTTGGATT
ATTTAGAATTTTATTTCGGGATGAAAAAGTCCAGATAAAATGAATAGACAAGAA
GACCCTATCGAGCTTCAGAAAAATTAATAGACTTAAGACAAATCATGTATAGTTA
AAAGAAAGGCTATTAAATACTTTGGTTGGGGCAACTGAGGAGCAGTTAAAGCTTC
CTTTAATTTATTAATTCTTACTAGCGTGATCCCAAGTTTTTGATCAAAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGT
TTGTGACCTCGAATGTTGGACCAAATATCCTAAAG

C. fontonae
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATT
ATTTAGAATTTTATTTCTGGATGAAAAAGTTCAGATAGCATTAAAAGACAAGAAG
ACCCTATTGAGCTTTAGAGAAATTAATAGATTTAATGTAAATCGATATAAGTAAA
AGAAAAGCTATTAAATACTTTGGTTGGGGCAACCGAGGAGCAAATAAAGACTCC
TCTAAATCACAAATCTTACTTGTGTTGATCCAAAGAATTTTGATCAAAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. frigidus
TTTTGAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATAGCTGTCTCCTTTAGATT
ACTTAGAATTTTATCTTTGGATGAAAAAGTCCAAATTTAATTAATAGACAAGAAG
ACCCTATCGAGCTTCAGAAAAATTAGTAGATTTAAGGTGAATCAATATACTTAAA
AGAAGGGCTATTAAATACTTTGGTTGGGGCAACTGAGGAGTAGTCAAAGCCTCCT
TTAACCTATTAATTCTTACTAGTGTTGATCCAAAGGTTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. imperialis
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATGCAACTGTCTCTTTTTGATT
CTATAGAATTTTATTTTTAAGTGAAAAAGCTTAAGTTGTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAAAAGAGTTAATAGAGTTTATATACGTAAATATTAATAAA
AAGAAAGCTATTGAATATTTTGGTTGGGGCAACTAAGGAGTAGATAAAGCCTCCT
TTAAATTATAATTCAAACCTGAATTGATCCAATTATTTTGATCAGAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTAAAG
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C. generalis
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTAGAATGAATGGTTTGACGAGAATATACCTGTCTCTTTATGATTT
TTTAGAATTTTATCTTTGGATGAAAAAGTCCAAATAATATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGATAAATTAATGGAGTTAATAAAATCAATAGAAATAAAAG
AAGAACCATTAAATACTTTGGTTGGGGCAACCGGGGAGTAAGTAAAGCCTCCTTT
TAGATTGTAAGACATACTTGTGTTGATCCAATAATTTTGATTAAAGGAATTAGTTA
CCGTAGGGATAACAGCATTATCTTTTTCAAGAGCTCATATCGAAAAAAAGGTTTG
TGACCTCGATGTTGGACCAGAATATCCTACAG

C. geographus
TTTTATACGGCCGCGGTACTCTGAGCGTGCAAAGGTAGTTTAATCATTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATATACCTGTCTCTTTTAAATTA
TTTAGAATTTTATTTCTGGATGAAAAAGTCCAGATTGTATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGGAAAATTAATAGATCTATCATAAATCAATATAAGTAAAA
GAAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGCACTTGAAGCCTCCTT
TAGTTAAAAAATCTGACTTGTGTTGATCCAAAATTTTTGATTAAAGGAATTAGTTA
CCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGTTTG
TGACCTCGATGTTGGACCAGAATATCCTAAAG

C. gladiator
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTTTGATTT
CCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTTAATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAGAAATTGACGGATTTAATAATCCTCTATAGTAATAAAA
GAAAAGCCGTTAAGTATACTTTGGTTGGGGCAACCGAGGAGCAGATAAAGCCTC
CTCTAAATTTTAAGTCTTACTTGTGTTGATCCAAAAGTTTTGATCAAAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. glans
TTTTAAACGGCCGCGGTTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTT
ATAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTTTGATT
TCCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTCAATGGACTCAATAACAATCAATAGAAATAA
AAGAAGAGCCATTAAGTGTACTTTGGTTGGGGCAACCGAGGAGCAAATAAAGCC
TCCTTTAATCTTTAAGTCAGACGTGTGTTGATCCAAAACTATTGATCAAAGGAATT
AGTTACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAG
GTTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. gradatulus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATATCTGTCTCTTATTGATT
ATTTAGAATTTTATTTCTGAATGAAAAAGTTCAGATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAGTAGACTTAATAATAATAAATATAAGTAAA
AGAAAAGCTACTAAATACTTTGGTTGGGGCAACCTAGGAGTAAATAAAGCCTCCT
ATTAAATTATAAAACAGACTTGTGTTGATCCAAAGTTTTTGATTAAAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATATCCTAAAG
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C. infrenatus
TTTTAAACGGCCGCGGTACCCTAACTGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATAACTGTCTCTTATTGATT
ATTTAGAATTTTATTTCTGAATGAAAAAGTTCAGATGCTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAGTAGACTTAATAATAACAAATATAAATAAA
AGAATAGCTATTAAATATTTTGGTTGGGGCAACCTAGGAGTAAATAAAGCCTCCT
ATTAAATTATAAAAACAAACTTGTGTTGATCCAAAGTTTTTGATTAAAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGACCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. jaspideus
ATTTAACGGCCGCGGTACCCTGACCGTGCAAAGGTAGCATAATACTTGCCTTATA
ATTGAAGGCTGGAATGAATGGTTTGACAAGAATGTAGCTGTCTCATTATAATTTA
ATAGAATTTTATCTTAGGATGAAAAAGTCCTGATTGAATTAAAAGACAAGAAGAC
CCTATCGAGCTTGAAATTAATTGATAAAAGATTAATAATTTAAAGTTGGTTATTA
AAAATTTTGGTTGGGGCAACTAAGGAGCAAAAAAAGCCTCTTTTTAAAGCTATAC
AAACTTGTAAGGATCCAATAATTTTGATCGAAGAAAATAGTTACCGTAGGGATAA
CAGCATTATCTTTTTTGAGAGTCCTTATCGAAAAAAAGGTTTGTGACCTCGATGTT
GGACCAGAATATCCTAAAG

C. jaspideus 2
ATTTAACGGCCGCGGCTACCCTGACCGTGCAAAGGTAGCATAATACTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATGTAGCTGTCTCATTATAATTT
AATAGAATTTTATCTTAGGATGAAAAAGTCCTGATTGAATTAAAAGACAAGAAG
ACCCTATCGAGCTTGAAATTAATTGATAAAAGATTAATAATTTAAAGTTGGTTAT
TAAAAATTTTGGTTGGGGCAACTAAGGAGCAAAAAAAGCCTCTTTTTAAAGCTAT
ACAAACTTGTAAGGATCCAATAATTTTGATCGAAGAAAATAGTTACCGTAGGGAT
AACAGCATTATCTTTTTTGAGAGTCCTTATCGAAAAAAAGGTTTGTGACCTCGAT
GTTGGACCAGAATATCCTAAAG

C. legatus
TTTTAAACGGCCGCGGGTACTCTGGACCGTGCAAAGGTAGCATAATCATTTGCCT
TATAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGA
TTACTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATGATTAAAAGACAAGA
AGACCCTATCGAGCTTTAGAGAAGTTAATAGACTTAATTTAAACTAATACAAATA
AAAAGAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCT
CCTTTAAATAGCAAATCTTACTTGTGTTGATCCAAAGTTTTTGATCAAAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. lindae
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATACCTGTCTCTTTTGGATT
ATTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATACTATTAAAAGACAAGAAG
ACCCTATCGAGCTTCAGAAAAGTTAATAGATTTTAGAATGTCAATAAGGTAAAAG
AAAAACTATTAAATACTTTGGTTGGGGCAACCAAGGAGTAATTAAAGCCTCCTTT
AAACTATGAAGTCCTACTTGTGCTGACCCAAAGATTTTGATCAAAGAAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCGTATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTAAAG
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C. litoglyphus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACGAGAATACACCTGTCTCTTTTTGATTT
TATAGAACTTTATTTCTGGATGAAAAAGTCCAGATAACATTAATAGACAAGAAGA
CCCTATCGAGCTTTAGAAAAATTAACGGAGTTGACATCAAATCTATAGAAATAAA
AGAAGGGCTGTTAAATACTTTGGTTGGGGCAACCGAGGAGCAAAAATAGCCTCC
TCTAAAATGTAAGTCGTACTTGTGTTGATCCAAAAGTTTTGATCAAAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. litteratus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATT
CTATAGAATTTTATTTTTAGGTGAAAAAGCCTAGATTGAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAGTTAATAGACTTAGTGTAAATCAATATAAGTAAA
AGAAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGCAAGTAAAGCCTCC
TCTCAGTGGTAAGTCTTACTTGTGTTGATCCAAATTTTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. magus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAGCTGTCTCTTTTAGATT
GTTTAGAATTTTATTTTTGGATGAAAAAGTCCAAATGTTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAATAGATTTAATATAAATTCATATAAGTAAA
AGAATAACTATTAAACACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCTCCT
TTATTTTGTGAATCTTACTTGTGTTGATCCAGAAATTTTGATCAAAGAAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. marmoreus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATT
GCTTAGAATTTTATCTCTGGATGAAAAAGTCTAGATATAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAGAATTAGTAGATTTAATTTAGATCTATATAAGTAAA
AGAAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCTCCT
TTAGAATAATAAATCTTACTTGTGTTGATCCAAAATTTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. mahogani
TATTCAACGGCCGCGGTACCCTGACCGTGCAAAGGTAGCATAATACTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAGTGTAGCTGTCTCATTATAATTT
AATAGAATTTTATTTTAGGATGAAAAAGTCCTAGTTTAATTAAAAGACAAGAAGA
CCCTATCGAGCTTGAAATTAATTAGTAAAAAATTAATACTTAAAAAATTAGTTAT
TAAAAATTTTGGTTGGGGCAACTAAGGAGCAAAAAAAGCCTCTTTTCTAAAGTTA
AACATACTAGTAAGGATCCAATAATTTTGATCAAAGAAAATAGTTACCGTAGGGA
TAACAGCATTATCTTTTTTGAGAGCCCTTATCGAAAAAAAGGTTTGTGACCTCGAT
GTTGGACCAGAATATCCTAAAG
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C. marmoreusl
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAGGTAGCATAATCATTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATTG
CTTAGAATTTTATCTCTGGATGAAAAAGTCTAGATATAATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAAGAATTAGTAGATTTAATTTAGATCTATATAAGTAAAA
GAAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCTCCTT
TAGAATAATAAATCTTACTTGTGTTGATCCAAAATTTTTGATCAAAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. miles
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTCATGGTT
ATTTAGAATTTTATTTTTAGATGAAAAAGTCTAGATGTTATTAAAAGACAAGAAG
ACCCTATCGAGCTTCAGAAAAATTAACAGGAATATTAGAACTCTATATCAGTAAA
AGAAAGGCTGTTAAATACTTTGGTTGGGGCAACCTAGGAGTAAGTAAAGCCTCCT
AATTATAATAAGTCGGACCTGTGTTGATCCAATAATAATGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. mindanus
TATTTAACGGCCGCGGTACCCTGACCGTGCAAAGGTAGCATTATACTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATGTAGCTGTCTCATTATAATTT
AATAGAATTTTATTTTAGGATGAAAAAGTCCTAATTGAATTAAAAGACAAGAAGA
CCCTATCGAGCTTGAAATTAATTAATAAAAGATTAATAATTAAAAGCTGGTTATT
AAAGATTTTGGTTGGGGCAACTAAGGAGCAAGAAAAGCCTCTTTTTAAAAGCTAT
ACAAACTTGTAAGGATCCAATAATTTTGATCAAAGAAAATAGTTACCGTAGGGAT
AACAGCATTATCTTTTTTGAGAGTCCTTATCGAAAAAAAGGTTTGTGACCTCGAT
GTTGGACCAGAATATCCTAAAG

C. mitratus
TATTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTTCGACTT
GCTAGAACTTTATTTTGAATGAAAAAGTTCAGATACCATTAAAAGACAGAAGACC
CTATCGAGCTTCCGAAAAATTAACAGACTTAACAATAGTCAATATAAGTAAAAGA
AAATCTGTTAAAAACTTTGGTTGGGGCAACCGGGGAGCAAACAAAGCCTCCTTTA
ACCTAAAAATCGCACTCGAATTGTCCAAGAGTTTTGATTAAAGAAATTAGTTACC
GTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTTTGTG
ACCTCTATGTTGGACCCCAATATCCTAAAG

C. moluccensis
TTTTAAACGGCCGCGGTTACTCTGACCGTGCAAAGGTAGCATAATCGTTTGCCTT
ATAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTTGAT
TGCTTAGAATTTTATTTTTGGATGAAAAAGTCCAAATACTATTAAAAGACAAGAG
ACCCTATCGAGCTTCAGAAAAATTAGTAGGTTATAAATTAATATAAGTAAAAGAA
AAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAATTAGAGCCTCCTTTAA
GCTAGTGAGTCTTACTTGTGTCGATCCAAAAATTTTGATCAAAGGAATTAGTTAC
CGTAGGGATAACAGCATTATCTTTTTTAAGAGCTCATATCGAAAAAAAGGTTTGT
GACCTCGATGTTGGACCAGAATGTCCTAAAG
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C. mucronatus
CTTTAACCGGCCGCCGTACTCTGACCGGGGGTTGGTAGCAAAATCGTTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTTGATT
GTTTAGAATTTTATTTTTGGATGAAAAAGTCCAAATGTTATTAAAAGACAAGAAG
ACCCTATCGAGCTTCAGAAAAATTAATAGGCTTAATACGAATCAATATAAATAAA
AGAAAAGCTATTAAACACATTGGTTGGGGCAACCGAGGAGTAGTTAGAGCCTCC
TTTAAGTTTAGTAAGTCTTACATGTATCGATCCAAGAGTTTTGATCAAAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTCGAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. muriculatus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATATCTGTCTCTTTTAGACT
ACTTAGAACTTTATTTTTGGATGAAAAAGTCCAGATATGATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAATAGACCTAATACGTTCTAATATTGATAAA
AGAAGAGCTATTAAATACTTTGATTGGGGCAATCAAGGAGCAACTAAAGCCTCCT
TTAATAGTGCCTAATACTTACCTGCATTTGATCCAAAAATTTTGATTAAAGAAATT
AGTTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAG
GTTTGTGACCTCGATGTTGGACCAGAATATCCTGAAG

C. mus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTATGATTT
CCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTTAATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAAAAATTGACGGATTTATTATCCTCTATAGTAATAAAAG
AAAAGCCGTTAAGTATACTTTGGTTGGGGCAACCGAGGAGCAGATAAAGCCTCCT
CTAAATTTTAAGACTTACTTGTGTTGATCCAAAAGTTTTGATCAAAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. musicus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACCCCTGTCTCTTTTAGATT
ATTTAGAACTTTATTTTTGGATGAAAAAGTCCAGATACAATTAATAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAGTAAACTTAGTATGAACCAATATAAGTAAA
AGAAAGATTGCTAAACACTTTGGTTGGGGCAACCGAGGAGCAAACAAAGCCTCC
TTTGATCTATAAATCTTACTTGTGTCGATCCAATAATTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATAATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. mustelinus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTATGATT
GTTTAGAATTTTATTTTTAGATGAAAAAGTCTAGATGTTATTAAAAGACAAGAAG
ACCCTATCGAGCTTGAGAGAAATTAACAGGCATATTAGAGCTCAATATTAGTAAA
AGAAAGGCTGTTAAACACTTTGGTTGGGGCAACCTAGGAGTAAGTAAAGCCTCCT
AATTATGATAAGTCGGACTTGCGTTGATCCAACCATATTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATACCTAAAAG
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C. nanus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAGGTAGCATAATCATTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATACTCCTGTCTCTTTTAGATTA
TTTAGAACTTTATTTCTGGATGAAAAAGTCTAGATATGATTAATAGACAAGAAGA
CCCTATCGAGCTTTAGAGAAATTAGTAAACCCAATATAAATCAATGTAAGTAAAA
GAAAGGTTACTAAGTACTTTGGTTGGGGCAACCGAGGAGCAGAAAAAGCCTCCT
TTAATCTATAAGTCTTACTTGTGCTGATCCAATAATTTTGATCAAAGGAATTAGTT
ACCGTAGGGATAACAGCATAATCTTTTTTAAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATATCCTGAAG

C. nocturnusl
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATT
GCTTAGAATTTTATCTCTGGATGAAAAAGTCTAGATACAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAGAATTAGTAGATTTAATTTAAATCTATATAAGTAAA
AGAAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCTCCT
TTAGAATAATAAATCTTGCTTGTGTTGATCCAAAATTTTTGATTAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. nocturnus2
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATT
GCTTAGAATTTTATCTCTGGATGAAAAAGTCTAGATACAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAGAATTAGTAGATTTAATTTAAATCTATATAAGTAAA
AGAAAAACTATTAAACACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCTCC
TTTAGAATAATAAATCTTGCTTGTGTTGATCCAAAATTTTTGATTAAAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. nux
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACCCCTGTCTCCTTTAGATT
ATTTAGAACTTTATTTTTGGATGAAAAAGTCCAGATATAATTAATAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAGTAAACTCAATATAAGTCAATATAAGTAAA
AGAAAGGTTACTAAACACTTTGGTTGGGGCAACCGAGGAGCAGACAAAGCCTCC
TTTGATCTACAAATCTTACTTGTGTTGATCCAATAATTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATAATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATATCCTGAAG

C. obscurus
CTTTAGACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATT
ACTTAGAATTTTATTTCTGAATGAAAAAGTTCAGATTTTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAGAATTAATAGATCTAAGGGGATCAATATAGCTAAAA
GAAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGTATCTAAAGCCTCCTT
TAATTTATGAATCTGACTTGTGTTGATCCAAGTTTTTTGATCAAAGGAATTAGTTA
CCGTAGGGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAGGTTTG
TGACCTCGATGTTGGACCAGAATGTCCTAAAG
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C. omaria
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAGTACACCTGTCTCTTTTAGATT
GATTAGAATTTTATTTTTGGATGAAAAAGTCCAGATGCGATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAATAGAGTTAGTTTAAATCAATATAAATAAA
AGGAAAACTATTAAAATACTTTGGTTGGGGCAACCGGGGAGCAAGTAAAGCCTC
CTTTAAATGATAAGTCTTACCTGTATTGATCCAAACTTTTTGATCAGAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. patricius
TTTTAAACGGCCGCGGTTACTCGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTTTGATTI
TCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATAATATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAGGAGTTAATAGAATTAGTAATAAATCAATAAAAATAAA
AGAAGAACTATTAAATATACTTTGGTTGGGGCAACCGAGGAGTAAGTAAAGCCT
CCTTTAAATTTTAAAACCTACTTGTGTTGATCCAAAGGTTTTGATCAAAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATATCCTGAAG

C. pennaceus
TCTTGATCGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTAT
AATTGAAGGCTGGAATGAACGGTTTGACAAGAATACACCTGTCTCTTTTAGATTT
ATTAGAATTTTATTTTTGGGTGAAAAAGCCCAGATATGATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGGAAAATTAATAGAGTTAATTTAGACTAATATAAGTAAAA
GGAAGACTATTAAAACACTTTGGTTGGGGCAACCGAGGAGTAAGCAAAGCCTCC
TTTGAATGGTAAATCTTACTTGTATTGATCCAAATTTTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. pertusus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTGTGATT
ATTTAGAATTTTATTTTTAGATGAAAAAGTCTAAATGCTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGGGAAATTAACGGGCATACTAGAATTCAATATTAGTAAA
AGAAAGGCTGTTAAATACTTTGGTTGGGGCAACCTAGGAGTAAGTAAAGCCTCCT
AATTATACTAAGTCAAACTTGTGTTGATCCAAGAATATTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. planorbis
TTTTAAACGGCCGCGGTACTCTGACCGTGGCAAAGGTAGCATAATCATTTGCCTT
ATAATTGAAGGCTGGAATGAATGGTTTGACGAGAATACACCTGTCTCTTTCTGAT
TTCCTAGAATTTTATTTCTGGATGAAAAAGTCCAGATAGAATTAAAAGACAAGAA
GACCCTATCGAGCTTTAGATAAATTAGTGGAGTAAGTAAAATCAATTCTAGAAAA
AGAAAAGCTGCTAAACACTTTGGTTGGGGCAACCGAGGAGTAAATGAAGCCTCC
TTTAAAATAAATAACAGACTTGTGCTGATCCAAATTTTTTGATCAAAGGAATTAG
TTACCGTAGGGATAACAGCATATCTTTTTTGAGAGCTCATATCGAAAATAAGGTT
TGTGACCTCGATGTTGGAACCCCTGTCCTAAAG
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C. princeps
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTATTGTTTT
CCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATAATATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAGAAATTAGTGGATTTAATAAAGTCAATAGAAATAGAAG
CAAAGCCACTAAATGTACTTTGGTTGGGGCAACCAAGGAGTAGATAAAGCCTCCT
TTATATTTTAAATCGTACTTGTGTTGATCCAGGATTTTGATCAAAGGAATTAGTTA
CCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGTTTG
TGACCTCGATGTTGGACCAGAATATCCTAAAG

C. purpurascens
TTTTAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGGCTG
CCTAGAATTTTATCTTTGGATGAAAAAGTCCAAATATTATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAAAAATTAGTAGATTTAATATAAATCAATATAAGTAAAA
GAAAAACTGCTAAACACTTTGGTTGGGGCAACCGAGGAGTAAATAGAGCCTCCTT
TAAATTACAAATCTTACATGTAGTTGATCCAAAAGTTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATATCCTGAAG

C. quercinus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATATCTGTCTCCTTTAGATT
ACTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAGTAGATTTAATGTGATTTGATATTAATAAA
AGAAAAGCTATTAAATACTTTGATTGGGGCAATCGAGGAGTAACTAAAGCCTCCT
TTAGATATTTAAATCTTACTTGCGTTGATCCAAAGTGTTTTGATCAAAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. rattus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTATGATT
ATTTAGAATTTTATTTTTAGATGAAAAAGTCTAGATGTTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAAAAAAATTAGCAGGCATACTAGAATTCAATACCAGTAAA
AGAAAGGCTGCTAAATATTTTGGTTGGGGCAACCTAGGAGTAAGTAAAGCCTCCT
AATTATAGTAAGTCGGACTTGTGTTGATCCAGGTATAATGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. richardbinghami
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCACTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTTGATTC
TCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTCTATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAAAAATTAATAGATTTAAAATGACAATAATAATAAAAGG
AAAACCATTAATAGATTTTGGTTGGGGCAACCGAGGAGTAGATAAAGCCTCCTCT
AAACTTTAAATCATACTTGAATTGATCCAAGAATCTTGATCAAAGAAATTAGTTA
CCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGTTTG
TGACCTCGATGTTGGACCAGAATGTCCTAAAG
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C. sanderi
TTTTAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTATTGATTTT
CTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTATACTAAAAGACAAGAAGAC
CCTATCGAGCTTTAGGAAAATTAATGGATTTAAAAACGAATCAATATTAATAAAA
GAAAAACCATTAAGTGTACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCCC
TCTAAATTTTAAGTCGTACTTGTGTTGATCCAAGAATTTTGATCAAAGAAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGCTGGACCAGAATGTCCTAAAG

C. sanguinolentus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATATCTGTCTCCTTTAGATT
GTTTAGAATTTTATCTCTGGATGAAAAAGTCCAGATTCAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAATGGACTTGTTATAGAATTCAATATTGATA
AAAGAAAAGCTATTAAATACTTTGATTGGGGCAATCAAGGAGCAGCTAAAACCT
CCTTTAATGATGTTAAATCTCACTCGTATTGAGCCAGGAATTTTGGTTAAAGGAAT
TAGTTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAA
GGTTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. scopulorum
TTTGAAACGGCCGCGGTACTCTGACCGCTGCAAAGGTAGCATAATCATTTGCCTT
ATAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTATTGAT
TTTCTAGAATTTTATCTTTGGATGAAAAAGTCCAGATTATACTAAAAGACAAGAA
GACCCTATCGAGCTTTAGAAAAGTTAATGGATTTAAAATGAATCAATATTAATAA
AAGAAAAGCCATTAAGTGTACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCC
TCCTCTAAATTTTAAATCCTACTTGTACTGACCCAAAAATTTTGATCAAAGAAATT
AGTTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAG
GTTTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. spurius
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAGTACACCTGTCTCTTTTAAATT
ATCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATGAAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAAAAAAATTAATAGATTTGATATTAATCAATAAATAAGTA
AAAGAAGAACTATTAAATATTTTGGTTGGGGCAACCGAGGAGTAGATGAAGCCT
CCTTTAGGTTAAAAATCTTACTTGCATTGATCCAAACATTATTGATTAAAGGAATT
AGTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAG
GTTTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. stimpsoni
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTATTGATTT
TCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTATACTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAAAAATTAATGGATTTAAAATGAATCAATATTAATAAAA
GAAAAACCATTAAGTGTACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCTC
CTCTAAATTTTAAGTCGTACTTGTGCTGATCCAAGAATTTTGATCAAAGAAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG
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C. striatellus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACGAGAATACAGCTGTCTCTTTCTGACT
TTTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATAACATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGATAAATTAGTGGAGTAAACAAAAGTCAATTCAAGAAA
AAGAAAAACTGCTAAATAACTTTGGTTGGGGCAACCGAGGAGTAAACAAAGCCT
CCTCTATAATGCATAACAGACTTGTACTGATCCAAATTTTTTGATCAAAGGAATTA
GTTACCGTAGGGATAACAGCATAATCTTTTTTGAGAGCTCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATGTCCTGAAG

C. striatus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAGCTGTCTCTTTTAGATT
GTTTAGAATTTTATCTTTGGATGAAAAAGTCCAAATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTCAGAAAAATTAATAGATTTAGTATAAATTAATATAGTAAAA
AGCAAAGCTATTAAATACTTTGGTTGGGGCAACCGGGGAGCAAATAAAACCTCCT
TTAGTTTGTAAGTCTTACTTGTGTTGATCCAGGAATTTTGATTAAAGAAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. tessulatus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATT
CTATAGAATTTTATTTTTAGGTGAAAAAGCCTAGATTGAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAGTTAATAGACTTAGTGTAAATCAATATAAGTAAA
AGAAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGCAAGTAAAGCCTCC
TCTCAGTGATAAGTCTTACTTGTGTTGATCCAAACTTTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. textile
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATT
ACTTAGAATTTTATCTTTGGATGAAAAAGTCCAGATTTAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAGTTAATAGACTTAGTTTAAACCAATATAGATAAA
AGGAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGCAAGTAAAGCCTCC
TTTAAATAGTAAATCTTGCTTGTGCTGATCCAAAATTTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. tinianus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATAATTTGCCTTA
TAATTGAAGGCTGGAATGAACGGTTTGACAAGAATACATCTGTCTCTTATTGATT
TTCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAGTGGACTTATTATTAAATCAATATAAGAAA
AGAAAAGCCACTAAGTATACTTTGGTTGGGGCAACCGAGGAGCAGACAAAACCT
CCTCTAATTTTAAGTCATACCTGTGTTGATCCAAAGATTTTGATCAAAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATATCCTAAAG
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C. vanhyningi
TATTTAACGGCCGCGGTACCCTGACCGTGCAAAGGTAGCATAATACTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATGTAGCTGTCTCATTATAATTT
AATAGAATTTTATCTTAGGATGAAAAAGTCCTGATTGAATTAAAAGACAAGAAG
ACCCTATCGAGCTTGAAATTAATTAATAAAAGATTAATAATTTAAGGTTGGTTAT
TAAAGATTTTGGTTGGGGCAACTAAGGAGCAAAAAAAGCCTCTTTTTAAAAGTTA
TACAAACTTGTAAGGATCCAATAATTTTGATCAAAGAAAATAGTTACCGTAGGGA
TAACAGCATTATCTTTTTTAAGAGTCCTTATCGAAAAAAAGGTTTGTGACCTCGAT
GTTGGACCAGAATATCCTAAAG

C. varius
TTTTAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACGAGAATACACCTGTCTCTTTTCGATTTT
TTAGAATTTTATTTTAGGATGAAAAAGTCCTGATAACATTAAAAGACAAGAAGAC
CCTATCGAGCTTTAGATAAATTAGTAGAGTAATATAAAACTAATATAAGTAAAAA
GTGAACTGCTAAATACTTTGGTTGGGGCAACCAAGGAGTAAATAGAGCCTCCTTT
AAAATATAAATCACACTAGTTTTGATCCAAGAATTTTGATCAAAGGAATTAGTTA
CCGTAGGGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAGGTTTG
TGACCTCGATGTTGGACCAGAATATCCTAAAG

C. vexillum
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTCGTGATT
ATTTAGAATTTTATTTTTAGATGAAAAAGTCTAAATCCTATTAAAAGACAAGAAG
ACCCTATCGAGCTTCAGAAAAATTAACAGGCATACTAGAGCTCAATATCAGTAAA
AGAAAGGCTGTTAAACACTTTGGTTGGGGCAACCTAGGAGTAAGTAAAGCCTCCT
AATTAGAATAAGTCGGACTTGTGTTGATCCAAACATATTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. victoriae
TTTTAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAGCTGTCTCTTTTAGATTG
CTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATGATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAGAAATTAATAGAGTTAATTTAAATTAATATAGGTAAAA
AGAAAACTATTAAACACTTTGGTTGGGGCAACCGAGGAGTAAGTAAAGCCTCCTT
TAGACAATAAATCTTGCTTGTGTTGATCCAAAGCTTTTGATCAAAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. vidua
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTTGATT
GCTTAGAATTTTATCTCTGGATGAAAAAGTCTAGATATAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAGAATTAGTGGATTTGATTTAGATCTATATAAGTAAA
AGAAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCTCCT
TTAGAATAATAAATCTTACTTGTGTTGATCCAAAATTTTTGATCAAAGGAATTAGT
TACCGTAGGGAAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTAAAG
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C. villepinii
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTATTGATTT
TCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTATACTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAAAAATTAATGGATTTAAAATGAATCAATATTAATAAAA
GAAAAACCATTAGGTGTACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCTC
CTCTAAATTTTAAGTCGTACTTGTGCTGATCCAAGAATTTTGATCAAAGAAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. virgo
GTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATACCTGTCTCCTTTAGATT
ATTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTTAATTAATAGACAAGAAG
ACCCTATCGAGCTTCAGAAAAATTGATAGATTTAAGGTTAATCAATATACTTAAA
AGAAGAGCTATTAAACACTTTGGTTGGGGCAACTGAGGAGTAGTCAAAGCTTCCT
CTAATTTATTAATTCTTACTAGTGTTGATCCAAAGGTTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. vulpinus
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACGAGAATACACCTGTCTCTTTCTGATTI
CTTAGAATTTTATTTCTGGATGAAAAAGTCCAGATAGAATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGATAAATTAGTGGAGTAAGTAAAATCAATTCTAGAAAAAG
AAAAGCTGCTAAACACTTTGGTTGGGGCAACCGAGGAGTAAATGAAGCCTCCTTT
AAAATAAGTAACAGACTTGTGCTGATCCAAATTTTTTGATCAAAGGAATTAGTTA
CCGTAGGGATAACAGCATAATCTTTTTTGAGAGCTCATATCGAAAAAAAGGTTTG
TGACCTCGATGTTGGACCAGAATATCCTAAAG

T. horasei
TTTTTAACGGCCGCGGTATGACCGTGCAAAGGTAGCATAATCATTTGCCTTATAA
TTGAAGGCTAGTATGAATGGTTTGACAAGAATAAAGCTGTCTCTTTATAATTTGG
TAGAACTTTATTTCTAGGTGAAAAAGCCTTAATTTAATTAATAGACAAGAAGACC
CTATCGAGCTTTAGATAAACTGGTGGATTAATAGAAACTTTATCTAATTGAAAGA
GTAAGCTGCTAGATACTTTGGTTGGGGCGACTGAGGAACATATGAAGCTTCCTTT
AAGTGTATTTAACATACGGGTATTGATCCAAAAATGTTGATTAAAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTTGAGAGTTCTAATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTAAAG
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6.1.3. 16S rRNA Sequenzen aus der Datenbank

C. acutangulus AF160718
TATTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATAGCTGTCTCTTTATGGTT
GCTTAGAACTTTATTTTTGGATGCAAAAGTCCAGATTAAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAGTAGATTTATTTATAACTAATATTAATAAA
AGAAAGGCTACTAAATACTTTGGTTGGGGCAACCGAGGAGTAAGCAAAGCCTCC
TTTAAAACATAAGTCATACTTGAGTTGATCCGAAATTTTTGATCAAAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATATCCTGAAG

C. araneosus AF174142
TTTTAAACGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATTG
CTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATACGATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAAAAATTAGTAGACTCAATTTAAATCTATATAAATAAAA
GAAAGGCTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCTCCTC
TAGAATAACAAATCTTACTTATGTTGATCCAAAATTTTTGATCAAAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. arcuatus AY 381996
TATTTAACGGCCGCGGTACCCTGACCGTGCAAAGGTAGCGCAATACTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATGTAGCTGTCTCTTTATAATTT
AATAGAATTTTATCTTAGGATGAAAAAGTCCTAGTTGAATTAAAAGACAAGAAG
ACCCTATCGAGCTTAAAATTAATTAGTAAAAAATTAATACTTACAAAATTGTTAT
TAAAAATTTTGGTTGGGGCAACTAAGGAGCAAAAAAAGCCTCTTTTTATAAAATA
TACGCAACTAGTAAGGATCCAATAATTTTGATCAAAGAAAATAGTTACCGTAGGG
ATAACAGCATTATCTTTTTTGAGAGCTCTTATCGAAAAAAAGGTTTGTGACCTCG
ATGTTGGACCAGAATATCCTAAAG

C. ateralbus AY381998
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCACTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATACCTGTCTCTTTTAGATT
ATTTAGAATTTTATTTTTGGGTGAAAAAGTCCAGATATAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAGTTAATAGATTTAATATAAATCAATATAATTAGA
AGAAGAGCTATTAAATATTTTGGTTGGGGCAACCAAGGAGCAAATAAAACCTCCT
TTGAACTATAAATCTTACTTGTGTTGATCCAAGAATATTGATTAAAGGAATTAGTT
ACCGTAGGGATAACAGCATAATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. aulicus AF174144
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATTA
GCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATACGATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAAGAATTAATAGAGTTATTTTAAATCAATATAAATAAAA
GAAAAGCTATTAAAAACTTTGGTTGGGGCAACCAAGGAGTAAGTAAAGCCTCCTT
TGAATGGTAAATCTTGCTTGTATTGATCCAAAATTTTTGATCAAAGGAATTAGTTA
CCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTTTG
TGACCTCGATGTTGGACCAGAATATCCTAAAA
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C. aureus AF108824
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGAAA
AATTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAATAGAGTTAATTTAAATTAATATAAGTAAA
AAGAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCTCCT
TTAAAGAATAAGTCTTACTTGTGTTGATCCAAAGTTTTTGATCAAAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGTATGTCCTAAAG

C. balteatus AF174146
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATAATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTTTGATTT
TCTAGAATTTTATCTTTGGATGAAAAAGTCCAGATATAATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAAGAATTAATGGACTTAATTAAAATCAATAACAGTAAAA
GAAAGCCATTAGTGTACTTTGGTTGGGGCAACCGAGGAGTAGATAAAGCCTCCTT
TAACTTTTAAATCACACTCGTATTGATCCAAAGCTTTTGATCAAAGGAATTAGTTA
CCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTTTG
TGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. bartschi AY 382001
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTCTGATT
CTTTAGAATTTTATTTCTAGGTGAAAAAGCCTAAATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAATGGAATTTAAGTTGATTAATATTAATAAA
AAAGGAACTATTAAACACTTTGGTTGGGGCAACCGAGGAGTAAACAAAGCCTCC
TCTAAATATGTAAATCTTACTTGTATTGATCCAAATATTTTGATCAAAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. betulinus AF174147
TTTTAAACGGCCGCGGTATTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAGCTGTCTCTTTTAGATTA
CTTAGAATTTTATCTCTGAATGAAAAAGTTCAGATATAATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAGGAGCTAGTAGATTTAATATTAGTTAATATTAGTAAAA
GACAAGTCTACTAAAAACTTTGGTTGGGGCAACCGAGGAGCATAAAAAGCCTCC
TTTAAATTTATAGCCTTACTTGTGTTGATCCAGAGTTTCTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. cf. boeticus AF174148
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATAGAAGGCTGGAATGAATGGTTTGACAAGAATACAACTGTCTCTTTATAACT
TTATAGAATTTTATCTTTGGATGAAAAAGTCCAGATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAATGGATTTAATAATAAGTCAATAAAAATAA
AAGATAAAGCCATTAAGTATACTTTGGTTGGGGCAACCGAGGAGCAAATAAAGA
CTCCTTTATTTTAAGACATACCTGTATTGATCCAAATATTTTGATCAAAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGTATATCCTAAAG
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C. bullatus AF126016
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGAAGCATAATCATTTGCTTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAGCTGTCTATTTTAGATA
AATTAGAATTTTATTTCTGGATGAAAAAGTCCAAATTCTAATAAAAGACAAGAAG
ACCCTATCGAGCTTCAGAAAAATTAATAGATTTGTTAAAATCAATAGAAGTAAAA
GATAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGCATATAGAGCCTCCT
TTATTTTATAAGTCTTGCTTGTTTAGATCCAAGAATTTTGATTAAAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCTCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGTATATCCTAAAG

C. californicus AF036534
TTTTCAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAGTGCAACTGTCTCTTTATGATTC
AATAGAATTTTATTTTGGGATGAAAAAGTCCTAATATAATTAAAAGACAAGAAGA
CCCTATCGAGCTTGAAATAAATTAACAAAAGAAAAATTTATTAGACAAAAAAATT
GTGTTGTTAAACATTTTGGTTGGGGCAACTAAGGAGTAAAAAAAGCCTCCTTTAT
GTTAAGATAAACTAACAAGTACTGATCCAAACTTTTTGATCAAAGAAAATAGTTA
CCGTAGGGATAACAGCATTATCTTTTTTGAGAGTTCCTATCGAAAAAAAGGTTTG
TGACCTCGATGTTGGACCAGAATATCCTGAAGA

C. canonicus AF174152
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATT
ACTTAGAATTTTATCTTTGGATGAAAAAGTCCAGATATGATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAGTTAATAGATTTGATTTGAACCAATAAAGATAAA
AGGAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAAGTAAAGCCTCCT
TTAAATAGTAGATCTTGCTTGTATTGATCCAAAATTTTTGATCAAAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. catus AF174154
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAGCTGTCTCTTTTAGATT
GTTTAGAATTTTATCTTTGGATGAAAAAGTCCAAATGTTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAATAGATTTAATATGAATTAATACAAGTAAA
AGACATAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGCAGATAAAGCCTCC
TTTGTTTTATAAGTCTTACTTGTGTTGATCCAGAATTTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGATTATCCTAAAA

C. centurio AY 382002
ATTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTATTGATT
TTCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTATATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAATGGGTTTAATAATAATCAATGTTAATAAA
AGAAAAACCATTAAGTACACTTTGGTTGGGGCAACCGAGGAGTAAACAAAGCCT
CCTCTGAAATCTAAGTCATACTTGTGTCGATCCAAGAATTTTGATCAAAGAAATT
AGTTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAG
GTTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG
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C. cinereus AF174156
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTTGATT
GTTTAGAATTTTATTTTTGGGTGAAAAAGTCCAGATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTCAGAAAAATTAGTAGACTTAATGTATCAATATAGAATAAAA
GAAAAGCTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAGTTAGAGCCTCCTT
TAAACTAATAAGTCTTACTTGTTTTGATCCAAGAATTTTGATCAAAGAAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATATCCTAAAA

C. circumactus AF144001
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTTGATA
GTTTAGAATTTTATTTTTGGATGAAAAAGTCCAAATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTAAGAGAAATTAGTAGGCTAATATAAGTTAATATAAGTAAAA
GAAAAACTATTAAAAACTTTGGTTGGGGCAACCAAGGAGTAACTAGAGCCTCCTT
TAAATTAGTGAATCTTACTTGTATTGATCCAAAATTTTTGATCAAAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATATCCTGAAG

C. compressus AF480306
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATAATTTGCCTTA
TAATTGAAGGCTGGAATGAACGGTTTGACAAGAATACATCTGTCTCTTATTGATT
ACCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAGTGGACTTAATAAAAATCAATATAAGTAAA
AGAAAAGCCGCTAAGTGTACTTTGGTTGGGGCAACCGAGGAGCAGACAAAGCCT
CCTTTAACTTTTAAATCATACTTGTGTTGATCCAAAGATTTTGATCAGAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. corallinus AF143995
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAACTGTCTCTTTATGACT
TCCTAGAATTTTATTTCTGGATGAAAAAGTCCAGATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAGTAGACTTAAAAGTAAATCAATAGAAATAA
AAGAAAAGCTACTAAGTGTACTTTGGTTGGGGCAACCGAGGAGTAAACAAAGCC
TCCTTTAAATTTTAAATCAGACTTGTATTGATCCAAACATTTTGATCAAAGGAATT
AGTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAG
GTTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. coronatus AF126019
AAACGGCCACGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTATAAT
TGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTAGATTATTTA
GAATTTATCTTTGGGTGAAAAAGCCCAGATTGTATTAAAAGACAAGAAGACCCTA
TCGAGCTTCAGAAAAATTAATAGAGATTATGCTTAATATTGGTTAAAAAGAAAGC
TATTAAATACTTTGGTTGGGGCAACCGAGGAGTAAACAAAGCCTCCTTTGAATAA
GAAGTCTTACTTGTGAGGATCCAAGAATTTTGATCAAAGAAATTAGTTACCGTAG
GGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAGGTTTGTGACCT
CGATGTTGGACCAGAATATCCTAAAG
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C. cuneolus AY 382003
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATT
ATTTAGAATTTTATTTCTGGATGAAAAAGTTCAGATAGCATTAAAAGACAAGAAG
ACCCTATTGAGCTTTAGAGAAATTAATAGATTTAATGTAAATCGATATAAGTAAA
AGAAAAGCTATTAAATACTTTGGTTGGGGCAACCGAGGAGCAAATAAAGACTCC
TCTAAATCACAAATCTTACTTGTGTTGATCCAAAGAATTTTGATCAAAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. cylindraceus AF174161
TATTAAACGGCCGCGGTATTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTAGACAAGAATACATCTGTCTCTTTTCGAAA
AAAAAGAATTTTACCTCTGAATGAAAAGGTTCAGATATTATTAAAAGACAAGAA
GACCCTATCGAGCTTCAGAAAAATTAATAGACTTAATAATAATCAATATAAGTAA
AAGAAAATCTATTAAATACTTTGGTTGGGGCAACCGGGGAGCAAATAAAGCCTC
CTTTAATTTAAAAATCATACTTGAATTGATCCAAGAATTTTGATTAAAGAAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. diadema AY 382006
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATGTATCTGTCTCCTTTAGATT
GTTTAGAACTTTATTTCTGAATGAAAAAGTTCAGATTTAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAACGGACTTAATATAATTAATATTGATAAAA
GAAAAGCTATTAAATACTTTGATTGGGGCAATCAAGGAGCAGCCAAAACCTCCTT
TAGTAATAATGAGTCTCACCTGTATTGATCCAGGAATTTTGATTAAAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. emaciatus AF126018
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATACCTGTCTCCTTTAGATT
ATTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTTAATTAATAGACAAGAAG
ACCCTATCGAGCTTCAGAAAAATTGATAGATTTAAGGTTAATCAATATACTTAAA
AGAAGAGCTATTAAACACTTTGGTTGGGGCAACTGAGGAGTAGTCAAAGCTTCCT
CTAATTTATTAATTCTTACTAGTGTTGATCCAAAGGTTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. episcopatus EU078937
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATT
GATTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGGAATTAATAGAGTTACCTTAGCTTGATATTGATAAA
AGAAAAGCTATTAAACACTTTGGTTGGGGCAACCAAGGAGTAAATAAAGCCTCC
TTTAAAATAGTAAATCTTACTTGTATTGATCCAAATTTTTTGATCAAAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGTCCATATCAAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATATCCTAAAG
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C. fergusoni AY 382007
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTTTGATTI
CCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATTATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAAAAATTAGTGGACTAATATAACAAATCAATAGAAATAA
AAGATAAGGCCACTAAATGCACTTTGGTTGGGGCAACCGAGGAGCAAATAAAGC
CTCCTCTAAATTTTAAATCGTACTTGTATTGATCCAAAAATTTTGATCAAAGGAAT
TAGTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAA
GGTTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. figulinus AF160702
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAGCTGTCTCTTTTAGATT
GTTTAGAATTTTATTTCTGAATGAAAAAGTTCAGATATAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAGAATTAGTAGATTTAATGTTAGTTAATATAAGTAAA
AGACGAGTCTATTAAAAATTTTGGTTGGGGCAACCAAGGAGTAGATAAAGCCTCC
TTTAAGTTAATAGTCTTACTTGTGTTGATCCAGAGTTTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATGTCCTAAAAG

C. gloriamaris AF126168
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATT
GCTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAATAGAGTTAATTTAAACTAATATAAATAAA
AAGAAAACTATTAAATACTTTGGTTGGGGCAACCGGGGAGTAAGCAAAGCCTCC
TTTAGACATAATAAATCTTGCTTGTGTTGATCCAAAACTTTTGATCAAAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. granarius AY 382009
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTTTGATTA
GTTAGAATTTTATTTTTAGGTGAAAAAGCCTAGATAGTATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAGAAGTTAGTAGTTTTAATAAATCAATGTTAATAGAAGA
AAAGCTACTAAATACTTTGGTTGGGGCAACCGAGGAGTAAACAGAGCCTCCTTTA
AACTATAAGTCGTACTAGTATTGATCCAAGTGTCTTGATCAAAGGAATTAGTTAC
CGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGTTTGT
GACCTCGATGTTGGACCAGAATGTCCTAAAG

C. granum AF126169
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTATAACT
TTCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAGAATTAATGGATTAATAATAATCAATAGTTATAAAA
GAAGAACCATTAAGTATACTTTGGTTGGGGCAACCGAGGAGTAAACAAAGCCTC
CTTTAAGCTTTAAGTCATACCTGTATTGATCCAAAATTATTGATCAAAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATATCCTAAAG
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C. leopardus AF174175
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAAATTTGCCTTATA
ATTGAAGGCTGGAATGAATGGTTTGACATGAATATTACTGTCTCCCTTAGGTTATT
TAGAATTTTATTTCTGGATGAAAAAGTCTAGATATTATTAAAAGACAAGAAGACC
CTATCGAGCTTTAGAAAAATTAATAGGCTTAGTGTAAATCAATATAAGTAAAAGA
AAGGCTATTAAATACATTGGTTGGGGCAACCGAGGAGTAATTAAAGCCTCCTTTG
TATTTGTGAATCTCGCTTGAGTTGATCCAAAGATTTTGATCAAAGGAATTAGTTAC
CGTAGGGATAACAGCATAATCTTTTTCAAGAGCTCATATCGAAAAAAAGGTTTGT
GACCTCGATGTTGGACCAGAATGTCCTAAAG

C. lineolatus AF480307
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTATTGTTTC
CCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATAATATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAGAAATTAGTGGATTTAATAAAGTCAATAGAAATAGAAG
CAAAGCCACTAAATGTACTTTGGTTGGGGCAACCAAGGAGTAGATAAAGCCTCCT
TTATATTTTAAATCGTACTTGTGTTGATCCAGAGATTTTGATCAAAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. lividus AF174178
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATATCTGTCTCCTTTAGATT
GTTTAGAATTTTATCTCTGGATGAAAAAGTCCAGATTCAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAATGGACTGTATAGAATTCAATATTGATAAA
AGAAAAGCTATTAAATACTTTGATTGGGGCAATCAAGGAGTAGTTAAAACCTCCT
TTAATGATGTTAAATCTCACTGGTATTGAGCCAGGGATTTTGGTTAAAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. lorenzianus AY 382012
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAAATT
ATCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATGAAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAAAAAAATTAATAGATTCGGTATAAATCAATAATAAGTAA
AAGAGGAACTATTAAATATTTTGGTTGGGGCAACCGAGGAGTAGATGAAGCCTC
CTTTAGGTTAAAAATCTTACTTGCATTGATCCAAATATTATTGATCAAAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. loroisii AF126171
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAGCTGTCTCTTTTAGATT
GTTTAGAATTTTATTTCTGAATGAAAAAGTTCAGATATAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAGAATTAGTAGATTTAATGTTAGTCAATATAAGTAAA
AGACGAGTCTATTAAAAATTTTGGTTGGGGCAACCAAGGAGTAGATAAAGCCTCC
TTTAAGTTAATAGTCTTACTCGTGTTGATCCAGAGTTTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

209



Anhang

C. magnificus AY 382013
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATT
AATTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGGAATTAATAGAGTTATCTTAGCTTGATATTGATAAA
AGAAAAGCTATTAAAACACTTTGGTTGGGGCAACCAAGGAGTAAATAAAGCCTC
CTTTAAAATAGTAAATCTTACTTGTATTGATCCAAATTTTTTGATCAAAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. memiae AF160723
TATTCAACGGCCGCGGTACCCTGACCGTGCAAAGGTAGCATAATACTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATGTAGCTGTCTCATTATAATTT
AATAGAATTTTATTTTAGGATGAAAAAGTCCTAGTTAAATTAAAAGACAAGAAGA
CCCTATCGAGCTTGAAATCAATTGATAAAAAATTAATACTCATAAAATTGTTATT
AAAAATTTTGGTTGGGGCAACTAAGGAGCAAAAAAAGCCTCTTTTTAAAGATTAT
ACATACTAGTAAGGATCCAATAATTTTGATCAAAGAAAATAGTTACCGTAGGGAT
AACAGCATTATCTTTTTTGAGAGCCCTTATCGAAAAAAAGGTTTGTGACCTCGAT
GTTGGACCAGAATATCCTAAAG

C. miliaris AF174181
GTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTAGATT
ATTTAGAATTTTATCTTTAGGTGAAAAAGCCTAGATTTTATTAAAAGACAAGAAG
ACCCTATCGAGCTTCAGAAAAATTAATAGAGTATCTGCGCTTAATATTAATTAAA
AAAAAGCTATTAAATACTTTGGTTGGGGCTTCCGAGGAGTAAATAAAGCCTCCTT
TGAATAAAGAAGTCTTACTTGAGATGATCCAAGAATTTTGATCAATGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. monachus EU078938
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTTGATT
GTTTAGAATTTTATTTTTGGATGAAAAAGTCCAAATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTGAGAGAAATTAGTAGGCTAATATAGCAAATATAAAGTAAA
AGAAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAACTAGAGCCTCCT
TTAAATTAATAAATCTTACTTGTATCGATCCAAAATTTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. musicusl AF144004
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACCCCTGTCTCTTTTAGATT
ATTTAGAACTTTATTTTTGGATGAAAAAGTCCAGATATAATTAATAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAGTAAACTTAGTTAGTATGACCAATATAAGT
AAAAGAAAGATTACTAAACACTTTGGTTGGGGCAACCGAGGAGATTTCTTTGCCT
CCTTTGATCTACAAATCTTACTTGTGTTGATCCAGTAATTCTGATCAAAGAAATTA
GTTACCGTAGGGATAACAGCATAATCTTTTTCAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG
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C. natalis AY382017
CTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAGCTGTCTCTTTTAGATT
GCTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAATAGACTTAGCTTGAACCAATATAAGTAAA
AGAAAATCTATTAGATACTTTGGTTGGGGCAACCGAGGAGTAAACAAAGCCTCCT
TTAAATAATAAATCTTACCTGCATTGATCCAAAATTTTTGATCAGAGGAAATAGT
TACCGTAGGGATAACAGCATTATCTTTTTTGAGAGTTCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATGTCTTAAAG

C. nigrescens AY 382018
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTCTGATT
GCTTAGAATTTTATCTCTGGATGAAAAAGTCTAGATATAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAGAATTAGTAGATTTAATTTAAATCTATATAAGTAAA
AGAAAAACTATTAAACACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCTCC
TTTAGAATAATAAATCTTGCTTGTGTTGATCCAAAATTTTTGATCAAAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. nigropunctatus AF086614
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACGGCTGTCTCTTTTAGATT
GTTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAATAGATTTAATATGAATTAATACAAGTAAA
AGACATAGCTATTAAACACTTTGGTTGGGGCAACCGAGGAGTAAATGAAGCCTCC
TTTAATTTTGTAGGCCTTACTTGTATTGATCCAAGAATTTTGATTAAAGAAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. nussatella AF160710
TATTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATACCTGTCTCCTTTAGACT
GCTTAGAACTTTATTTCTGGATGAAAAAGTCCAGATAGAATTAAAAGACAAGAA
GACCCTATCGAGCTTCAGAAAAATTAATAGACTTGTGTTAATCAATATTAGTAAA
AGAAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGCAATTAAAGCCTCCT
TTAAATTGTGAATCTTACTTGTGTTGATCCAGATATTTTGATCAAAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. ochroleucus AF036528
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTAACAAGAATACATCTGTCTCTTTTTGATTA
TTTAGAATTTTATTTTTGGATGAAAAAGTCCAAATATTATTAAAAGACAAGAAGA
CCCTATCGAGCTTAAGAGAAATTAGTAGGTTTATATAAATCAATATAAGTAAAAG
AAAAGCTATTAAACACTTTGGTTGGGGCAACCGAGGAGTAATTAAAGCCTCCTTT
AAGTTAGTAAACCTTACTTGTGTTGATCCAAAATTTTTTGATCAAAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATATCCTAAAG
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C. orion AY382020
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTTTGATTT
CCTAGAATTTTATCTTTGGATGAAAAAGTCCAGATTATATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGATAAATTAGTGGATTTAATAGTATATCAATAATATTAAA
AGAAAAACCATTAGGTATACTTTGGTTGGGGCAACCGAGGAGTAAACAAAGCCT
CCTCTATATTTTAAGTCGTACTTGTATTGATCCAAGCATATTGATCAAAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. parvulus AF174189
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAACTGTCTCTATAGATTT
CCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATTATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAGAAGTTAGTAGATTTAATAATAAATCAATAGGAATAAA
AGAAAAACTACTAAATACACTTTGGTTGGGGCAACCGAGGAGCAAGTAAAGCCT
CCTTTAAGTTTTAAATCCTGCATGCGTTGATCCAAATATTTTGATCAAAGGAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGGATATCCTAAAG

C. perplexus AY 382022
TATTTAACGGCCGCGGTACCCTGACCGTGCAAAGGTAGCATAATACTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATGTAGCTGTCTCATTATAATTT
AATAGAATTTTATCTTAGGATGAAAAAGTCCTAGTTTAATTAAAAGACAAGAAGA
CCCTATCGAGCTTAAAGCTAATTAATAAAAGATTAATACTGATAAAAATTAGTTA
TTAAAGATTTTGGTTGGGGCAACTAAGGAGCAAAAGAAGCCTCTTTTTAAAAACT
CTACATACTAGTAATGATCCAATAATTTTGATCAAAGAAAATAGTTACCGTAGGG
ATAACAGCATTATCTTTTTTGAGAGCCCTTATCGAAAAAAAGGTTTGTGACCTCG
ATGTTGGACCAGAATATCCTAAAG

C. poormani AY 382023
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAACGGTTTGACAAGAATACAGCTGTCTCTTATTGATT
TTCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTATACTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAATGGATTTAAAAATGAATCAATATTAATAA
AAGAAAAACCATTAAGTGCACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCC
TCCTCTAAATTTTAAGTCGTACTTGTACTGATCCAAGAATTTTGATCAAAGAAATT
AGTTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAG
GTTTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. PROXIMUS AF174193
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTATTTTTGATT
ATTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTCAGAAAAATTAGTAGGCTTAATGCAAATCTATATAAGTAAA
AGAAAAGCTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAATTAGAGCCTCCT
TTAAGTTCGTAAGTCTTACTTGTGTAGATCCAGGAATTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACTGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGTATATCCTAAAG
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C. puncticulatus AY 382024
TATTTAACGGCCGCGGTACCCTGACCGTGCAAAGGTAGCATAATACTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATGTGGCTGTCTCATTATAATTA
AATAGAATTTTATTTTAGGGTGAAAAAGCCCTAGTTTAATTAAAAGACAAGAAGA
CCCTATCGAGCTTGAAGTTAATTAATAAAAGATTAACACTTGGAAAAATTAATTA
TTAAAGATTTTGGTTGGGGCAACTAAGGAGCAAAAAAAGCCTCTTTTTAAAAACT
ACACACACTAGTAATGATCCAATAATTTTGATCGAAGAAAATAGTTACCGTAGGG
ATAACAGCATTATCTTTTTTGAGAGCTCTTATCGAAAAAAAGGTTTGTGACCTCG
ATGTTGGACCAGAATATCCTAAAG

C. radiatus AF160724
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTTTGATT
GTTTAGAATTTTATTTTTGGATGAAAAAGTCCAAATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTGAGAGAAATTAGTAGGCTATTATAAGTTAATATAAGTAAAA
GAAAAACTATTAAATACTTTGGTTGGGGCAACCGAGGAGTAACTAGAGCCTCCTT
TAAATTAATAAATCTTACTTGTGTCGATCCAAAATTTTTGATCAAAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. recurvus AY 382025
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTATTGATTT
TCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTATATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAAAAATTAATAGATTTTAAAGCAAATCAATATTAATAAA
AGAAAAACTATTAAATGCACTTTGGTTGGGGCAACCGAGGAGTAAATAAAACCT
CCTTTAAATTTTAAATCATACTTGTATGGATCCAAGAATTTTGATCAAAGAAATTA
GTTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGG
TTTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. sponsalis AY 382026
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACCCCTGTCTCCTTTAGATT
ATTTAGAACTTTATTTTTGGATGAAAAAGTCCAGATATAATTAATAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAGTAAACTCAATATAAATCAATATAAGTAAA
AGAAAGGTTACTAAACACTTTGGTTGGGGCAACCGAGGAGCAGACAAAGCCTCC
TTTGATCTACAAATCTTACTTGTGTTGATCCAATAATTTTGATCAAAGGAATTAGT
TACCGTAGGGATAACAGCATAATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTT
TGTGACCTCGATGTTGGACCAGAATATCCTGAAG

C. shikamai AF160720
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAACTGTCTCTTTATGACT
TCCTAGAACTTTATTTTTGGATGAAAAAGTCCAGATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAGTGGACTTAATAATAAATCAATAGAAATAA
AAGAAAAACCACTAAGTGTACTTTGGTTGGGGCAACCGAGGAGCAAGCAAAGCC
TCCTTTAAATTTTAAATCATACTTGTGTTGATCCAAATATTTTGATCAAAGGAATT
AGTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAG
GTTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG
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C. striolatus AF174201
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACGGCTGTCTCTTTTAGATT
GTTTAGAATTTTATTTTTGGATGAAAAAGTCCAGATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAGAAATTAATAGATTTAATATGAATTAATACAAGTAAA
AGACATAGCTATTAAACACTTTGGTTGGGGCAACCGAGGAGTAAATAAAGCCTCC
TTTAATTTTGTAGGCCTTACTTGTATTGATCCAAGAATTTTGATTAAAGAAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTTGAGAGCTCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATGTCCTAAAG

C. sugillatus AF143990
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATATCTGTCTCTTTTAGACT
ACTTAGAACTTTATTTTTGGATGAAAAAGTCCAGATATGATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGAAAAATTAATAGACCTAATACGTTCTAATATTGATAAA
AGAAGAGCTATTAAATACTTTGATTGGGGCAATCAAGGAGCAACTAAAGCCTCCT
TTAATAGTGCCTAATACTTACCTGCATTTGATCCAAAAATTTTGATTAAAGAAATT
AGTTACCGTAGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAG
GTTTGTGACCTCGATGTTGGACCAGAATATCCTGAAG

C. tabidus AY382028
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACATCTGTCTCTTTTTGATTT
CCTAGAATTTTATTTTTGGATGAAAAAGTCCAGATTTAATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAGAAATTGACGGATTTATTAATCCTCTATAGTAATAAAA
GAAGAGCCGTTAAGTATACTTTGGTTGGGGCAACCGAGGAGCAGATAAAGCCTC
CTCTAAATTTTAAGTCTTACTTGTGTTGATCCAAAAATTTTGATCAAAGGAATTAG
TTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. tenuistriatus AF174203
TTTTAAACGGCACGGTACTCTGACCGTGCAAAGGTAGCATAATCACTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATACACCTGTCTCTTTATAACTT
TCTAGAATTTTATCTTTGGATGAAAAAGTCCAAATATAATTAAAAGACAAGAAGA
CCCTATCGAGCTTTAGAAGAATTAGTGGATTTGATAACAATCAATAGAAATAAAA
GAAGAGCATTAAGTATCTTTGGTTGGGGCAACTAAGGAGTAGACAAAGCCTCCTT
TAAACTTTAAGTCGTACCTGTGTTGATCCAAAATTATTGATCAAAGGAATTAGTT
ACCGTAGGGATAACAGCAAGATCTTTTTTGAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. tribblei AF160716
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATTTATAATTGAA
GGCTGGAATGAATGGTTTGACAAGAATATATCTGTCTCTTTGTGACTTCCTAGAAT
TTTATTTTTGGATGAAAAAGTCCAGATATCATTAAAAGACAAGAAGACCCTATCG
AGCTTTAGAGAAATTAGTGGACTTGATAATAAAGCAATAGTAATAAAAGAAAAG
CCATTAAGTATACTTTGGTTGGGGCAACCGAGGAGCAAATAAAGCCTCCTTTAAA
TTTTAAGTCACACCCGTGTTGATCCAAACATTTTGATTAAAGGAATTAGTTACCGT
AGGGATAACAGCATTATCTTTTTTAAGAGCCCATATCGAAAAAAAGGTTTGTGAC
CTCGATGTTGGACCAGAATATCCTAAAG
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C. verrucosus AY382030
TATTTAACGGCCGCGGTACCCTGACCGTGCAAAGGTAGCACAATACTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATGTAGCTGTCTCATTATAATTT
AATAGAATTTTATTTTAGGATGAAAAAGTCCTAATTAAATTAAAAGACAAGAAGA
CCCTATCGAGCTTGAAATTAATTAATAAAAGATTAATAATTTAAAGTTGATTATT
AAAGATTTTGGTTGGGGCAACTAAGGAGCAAGAAAAGCCTCTTTTTAAAGGCTAT
ACAAACTTGTAAGGATCCAATAATTTTGATCGAAGAAAATAGTTACCGTAGGGAT
AACAGCATTATCTTTTTTGAGAGTCCCTATCGAAAAAAAGGTTTGTGACCTCGAT
GTTGGACCAGAATATCCTAAAG

C. viola AF160719
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATACAACTGTCTCTTTATGACT
TCCTAGAACTTTATTTTTGGATGAAAAAGTCCAGATATTATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGGAAAATTGGTGGACTTAACATTAAAACAATAGAAATAA
AAGAAAAGCCATCAAGTATACTTTGGTTGGGGCAACCGAGGAGCAAATAAAGCC
TCCTTTGAATTTTAAATCACACTTGTATTGATCCAAATATTTTGATCAAAGGAATT
AGTTACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAG
GTTTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. violaceus AY 382032
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACAAGAATATACCTGTCTCCTTTAGATT
ATTTAGAACTTTATCTTTGGATGAAAAAGTCCGGATTTAATTAATAGACAAGAAG
ACCCTATCGAGCTTCAGAAAAGTTAATAGATTTAAAGGGATCAATATGACTAAAA
GAAGGGCTATTAAATACTTTGGTTGGGGCAACTGAGGAGTAGTCAAAGCTTCCTC
TAATTTATAAATTCTTACAAGTGTTGATCCAAAATTTTTGATCAAAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTTTTTCAAGAGCCCATATCGAAAAAAAGGTTT
GTGACCTCGATGTTGGACCAGAATATCCTAAAG
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C. vitulinus AF160713
TTTTAAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGCATAATCATTTGCCTTA
TAATTGAAGGCTGGAATGAATGGTTTGACGAGAATACACCTGTCTCTTTCTGATTT
CCTAGAATTTTATTTCTGGATGAAAAAGTCCAGATAGAATTAAAAGACAAGAAG
ACCCTATCGAGCTTTAGATAAATTAGTGGAGTTAAGGTAAATCAATTCTAGAAAA
AGAAAAGCTGCTAAACACTTTGGTTGGGGCAACCGAGGAGTAAATGAAGCCTCC
TTTAAAATAAGTAACAGACTTGTGCTGATCCAAATTTTTTGATCAAAGGAATTAG
TTACCGTAGGGATAACAGCATAATCTTTTTTGAGAGCTCATATCGAAAAAAAGGT
TTGTGACCTCGATGTTGGACCAGAATATCCTAAAG

C. ximenes AY 382033
TATTTAACGGCCGCGGTACCCTGACCGTGCAAAGGTAGCATAATACTTGCCTTAT
AATTGAAGGCTGGAATGAATGGTTTGACAAGAATGTAGCTGTCTCATTATAATTT
AATAGAATTTTATTTTAGGATGAAAAAGTCCTAGTTTAATTAAAAGACAAGAAGA
CCCTATCGAGCTTGAAATCAATTAATAAAAGATTAATACTTAGAAAATTGGTTAT
TAAAAATTTTGGTTGGGGCAACTAAGGAGCAAAAAAAGCCTCTTTTTTAAAGCTA
AACATACTAGTAAGGATCCAATAATTTTGATCAAAGAAAATAGTTACCGTAGGGA
TAACAGCATTATCTTTTTTGAGAGCCCTTATCGAAAAAAAGGTTTGTGACCTCGAT
GTTGGACCAGAATATCCTAAAG

T. subulata AF174213
TTTTTAACGGCCGCGGTACTCTGAGTGCAAAGGTAGCATAATCATTTGCCTTATA
ATTGAAGGCTAGTATGAATGGTTTGACAAGAATATGGCTGTCTCTTTATAATTTG
ATAGAATTTTATTTTCAGGTGAAAAAGCCTTGATTAAATTAATAGACAAGAAGAC
CCTATCGAGCTTGAAGGAATTTGATGGGTAAAAAATAAGCCTTATTGGTGGAGAA
AAGGGGTAAACTGTTGAATATTTTGGTTGGGGCGACTGAGGAACAGAAAAGCCT
TCCTTTGTGGTGTGATACATACAGGTGTTGATCCAAAAGTGTTGATTAAAGGAAT
TAGTTACCGTAGGGATAACAGCATTATCCTTTTTGAGAGTTCATATCGAAAAAGG
GGTTTGTGACCTCGATGTTGGACCAGAATGTCCTGAAG

T. crenulata AF108825
TTTTTAACGGCCGCGGTACTCTGACCGTGCAAAGGTAGACTAATCATTTGCCTTAT
AATTGAAGGCTAGTATGAATGGTTTGACAAGAATGTAGCTGTCTCTTCATAATTT
GGTAGAATTTTATTTTTAGGTGAAAAAGCCTTAATGTAATTAATAGACAAGAAGA
CCCTATCGAGCTTAAAAGAATTTAGTGGATTTTTAAATAGTTTATTGGTTAAGAG
GTATAACTGCTGAGATTTTTGGTTGGGGCGACTGAGGAACATTTAAAGCTTCCTTT
AATGTAGATATACGTACAAGTGTTGATCCAAAATTAATGATTAAAGGAATTAGTT
ACCGTAGGGATAACAGCATTATCTCCTTTGAGAGTTCTTATCGAAAAGGGGGTTT
GTGACCTCGATGTTGGACCAGAATGTCCTGAAG
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6.3 Toxinologie

6.3.1 Selbst erstellte Sequenzen diverser Conotoxin-Precursor

I-Superfamilie
Conus regius:

regiusl
ATGATGTTTCGATTGACGTCAGTCAGCTGTATCCTGCTGGTCATCGTTCTTCTGAA
CTTGGTTGTGCTTGCCGATGCCTGTCACCATCATGAAGGATGGCCATGCAATGAT
CCCTGGGGTTGCTGTGGCTTGGGATGCTGCGACAAGAAATGCTCAAGAAACTGTC
CCAGAACGGAGAGGCGACGCTCAGTTTCATTCAGAGTATTTGGCCAACGTTGA

regius2a
ATGATGTTTCGATTGACGTCAGTCAGCTGTATCCTGCTGGTCATCGTTCTTCTGAA
CTTGGTTGTGCTTACCGATGCCTGTCACCATCATGAAGGATGGCCATGCAATGAT
CCCTGGGGTTGCTGTGGCTTGGGATGCTGCGACAAGAAATGCTCAAGAAACTGTC
CCAGAACGGAGAGGCGACGCTCAGTTTCATTCAGAGTATTTGGCCAACGTTGA

regius2b
ATGATGTTTCGATTGACGTCAGTCAGCTGTATCCTGCTGGTCATCGTTCTTCTGAA
CTTGGTCGTGCTTACCGATGCCTGTCACCATCATGAAGGATGGCCATGCAATGAT
CCCTGGGGTTGCTGTGGCTTGGGATGCTGCGACAAGAAATGCTCAAGAAACTGTC
CCAGAACGGAGAGGCGACGCTCAGTTTCATTCAGAGTATTTGGCCAACGTTGA

A-Superfamilie
Conus regius:

regius3
ATGGGCATGCGGATGATGTTCACTGTGTTTCTGTTGGTTGTCTTGACAACCACTGT
CGTTTCCTCCACTTCAGTTCGTGCATCTGATGGCAGGAATGCCGCAGCCGACAAC
AGAGCGTCTGACCTAATCGCTCAAATCGTCAGGAGAGGATGCTGTTCCCATCCTG
CCTGTAATGTGAATAATCCACACATTTGTGGTTGA

regius 16
ATGGGCATGCGGATGATGTTCACTGTGTTTCTGTTGGTTGTCTTGACAACCACTGT
CGTTTCCTCCACTTCAGTTCGTGCATCTGATGGCAGGAATGCCGCAGCCGACAAC
AGAGCGTCTGACCTAATTGCTCAAATCGTCAGGAGAGGATGCTGTTCCCATCCTG
CCTGTAATGTGAATAATCCACACATTTGTGGTTGA

regius 13
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAAGCGCTTT
GGTTTCCTTCGCTTCAAATCGTGCATCCAATGACGATTATCGCAGAGCATCTGAA
CGGATTACTCCGCGGACGTGGGAAGAATGCTGTAAGAATCCTGGTTGTCGGAACA
ATCATGTGGACCGTTGTCGCGGACAAGTTTGA
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regius 8
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAAGCGCTTT
GGTTTCCTTCGCTTCAAATCGTGCATCCAATGACGAGTATCGCAGAGCATCTGAA
CGGATTACTCCGCGGACGTGGGAAGAATGCTGTAAGAATCCTGGTTGTCGGAACA
ATCATGTGGACCGTTGTCGCGGACAAGTTTGA

Conus ermineus:

ermineus 1
ATGGGCATGCGGATGATGTTCATCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGGTTCCTTCACTTTAGATCGTGTTCTGGGTCTAGCATCTGAAGGCAGGAATGCTG
CAGCCATCGACAACGCCTTAGACCAGAGGGATCCAAAGCGACAGACCCCGGGGT
GCTGTTGGAATCCTGCCTGTGTGAAGAACAGATGTGGAAGACGCTGA

ermineus 2
ATGGGCATGCGGATGATGTTCATCGCGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGGTTCCTTCACTTTAGATCGTGTTCTGGGTCTAGCATCTGAAGGCAGGAATGCTG
CAGCCATCGACAACGCCTTAGACCAGAGGGATCCAAAGCGACAGACCCCGGGGT
GCTGTTGGAATCCTGCCTGTGTGAAGAACAGATGTGGAAGACGCTGA

ermineus 3
ATGGGCATGCGGATGATGTTCATCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCCTTCACTTTAGATCATGTTCTGGGTCTAGCATCTGAAGGCAGGAATGCTA
AAGCCATCGACAACGCCTTAGACCAGAGGGATCCAAAGCGACAGACcceeaaaaT
GCTGTTGGCATCCTGCCTGTGGGAAGAACAGATGTGGAAGACGCTGA

ermineus 4
ATGGGCATGCGGATGATGTTCATCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGGTTCCTTCACTTTAGATCGTGTTCTGGGTCTAGCATCTGAAGGCAGGAATGCTA
AAGCCATCGACAACGCCTTAGACCAGAGGGATCCAAAGCGACAGAcCcceeaaaaT
GCTGTTGGAATCCTGCCTGTGTGAAGAACAGATGTGGAAGACGCTGA

ermineus 5
ATGGGCATGCGGATGATGTTCATCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGGTTCCTTCACTTCAGATCGTGTTCTGGGTCTAGCATCTGAAGGCAGGAATGCT
AAAGCCATCGACAACGCCTTAGACCAGAGGGATCCAAAGCGACAGACCCCCGGGE
TGCTGTTGGAATCCTGCCTGTGTGAAGAACAGATGTGGAAGACGCTGA

ermineus 6
ATGGGCATGCGGATGATGTTCATCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGGTTCCTTCACTTTAGATCGTGTTCTGGGTCTAGCATCTGAAGGCAGGAATGCTA
AAGCCATCGACAACGCCTTAGACCAGAGGGATCCAAAGCGACAGACcceeaaaaT
GCTGTTGGAATCTTGCCTGTGTGAAGAACAGATGTGGAAGACGCTGA

ermineus 7
ATGGGCATGCGGATGATGTTCATCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCCTTCACTTTAGATCGTGTTCTGGGTCTAGCATCTGAAGGCAGGAATGCTA
AAGCCATCGACAACGCCTTAGACCAGAGGGATCCAAAGCGACAGAcCcceeaaaaT
GCTGTTGGCATCCTGCCTGTGGGAAGAACAGATGTGGAAGACGCTGA
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Conus nux

nux 2
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

nux 2b
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

Conus jaspideus:

jaspideusl
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACCGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

jaspideus2
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCAATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

jaspideus3
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

jaspideus4
ATGGGCATGCGGATGATGTTCATCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGGTTCCTTCACTTTAGATCGTGTTCTGGGTCTAGCATCTGAAGGCAGGAATGCTA
AAGCCATCGACAACGCCTTAGACCAGAGGGATCCAAAGCGACAGACCCCGGGGT
GCTGTTGGAATCTTGCCTGTGTGAAGAACAGATGTGGAAGACGCTGA

jaspideus5
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

jaspideus6
ATGGGCATGCGGATGATGTTCNCCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA
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jaspideus?
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

jaspideus8
ATGGGCATGCGGATGATGTTCATCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

jaspideus9
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

jaspideusl14
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGCTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

jaspideus16
ATGGGCATGCGGATGATGTTCTTGACCGCCTGGACATTCGTCACGGCTGATGACT
CCAGAAATGGATTGGGGAACCTTTTTCTGAAGGCAAGTCACGAAATGAAGGACT
CTGAATTGAACAAGAGAAATGATGACTGCATTGCTGGTGGTGTATTCTGTGGCTT
GCCGAAAATTGGATACTGCTGCAGTGGCATTTGCCTATTCGTCTGCACTTAA

jaspideusl17
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

jaspideus18
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

jaspideus24
ATGGGCATGCGGATGATGTTCTTGACCGCCTGGACATTCGTCACGGCTGATGACT
CCAGAAATGGATTGGGGAACCTTTTTCTGAAGGCAAGTCACGAAATGAAGGACT
CTGAATTGAACAAGAGAAATGATGACTGCATTGCTGGTGGTGTATTCTGTGGCTT
GCCGAAAATTGGATACTGCTGCAGTGGCATTTGCCTATTCGTCTGCACTTAA
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jaspideus25
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

jaspideus26
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

jaspideus27
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

jaspideus29
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

jaspideus32
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

jaspideus33
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCAGATCGTGCATCCGATCGCAAGAATCGCAGAGCATCTAACTGGAATACT
TGGATGATTCGGACGATAGCTTGCTGTGAAAATCCTCAATGTTATCAGACCAATA
GGGATGAATGTATTCGGGAAGCCTCTGAATGA

Conus purpurascens (aA-Conotoxin):

PurlA
ATGGGCATGCGGATGATGTTCATCGTGTTTCTGTTGGTTGCCTTGGCAACCACTGT
CGGTTCCTTCACTCCAGATCATGCATCTGATGGCAGGAATGCTGCAGTCAACGAC
AAAGCGTCTCCCCTGATCGCCAAGGTCATCAGGGATTGCTGTGGTGTTGTCATGG
AAGAGTGTCATCAATGCCTTTGTACTCAAACGTGTAAAAATAAAGGGAAAAAAG
AGCTATGGGAAATGATGACAGCAACAGATAAAAGAAATTGA
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O-Superfamilie
Conus nux

nux1
ATGGGCATGCGGATGATGTTCTTGACCGCCTGGACATTCGTCACGGCTGATGACT
CCAGAAATGGATTGGGGAACCTTTTTCTGAAGGCAAGTCACGAAATGAAGGACT
CTGAATTGAACAAGAGAAATGATGACTGCATTGCTGGTGGTGTATTCTGTGGCTT
GCCGAAAATTGGATACTGCTGCAGTGGCATTTGCCTATTCGTCTGCACTTAA

Conus jaspideus:

jaspideus5
ATGGGCATGCGGATGATGTTCTTGACCGCCTGGACATTCGTCACGGCTGATGACT
CCAGAAATGGATTGGGGAACCTTTTTCTGAAGGCAAGTCACGAAATGAAGGACT
CTGAATTGAACAAGAGAAATGATGACTGCATTGCTGGTGGTGTATTCTGTGGCTT
GCCGAAAATTGGATACTGCTGCAGTGGCATTTGCCTATTCGTCTGCACTTAA

vil1293
Conus villipinii:

vil1293a
ATGTTGTCCCAGATCTCCCTGCCCTCCTCCTCCCGCTNTGAATACGACGACAACGA
TGTCAGCAAACGCGTNTTNTGCAACGGTTTCACAGGCTGCGGTGGACGACACCGG
GACCGCAGCCGACGTCAAGAACGCTACGGGAAGAGGCTGATCCCCGTTCTAGCG
AAGCGACCCTTNTGCAACAGTTTCGGCTGCTACAACGGCAAGAGGAGTCTTTCCG
GAGCTGGCCCTGCCCTGTCCACGCCTGTAGATCCCTCGCGAAACAACAAGGCCCA
ATGCAACAAAAACTTTCAGAAATAA

vil1293b
ATGTTGTCCCAGATCcTCCCTGCCCTCCTCCTCCCGCTTTGAATACGACGACAACGA
TGTCAGCAAACGCGTTTTTTGCAACGGTTTCACAGGCTGCGGTGGACGACACCGG
GACCGCAGCCGACGTCAAGAACGCTaCGGGAAGAGGCTGATCCCCGTTcTAGCGA
AGCGACCCTTTTGCAACAGTTTcGGCTGCTACAACGGCAAGAGGAGTCTTTCCGGA
GCTGGCCCCGCCCTGTCCACGCCTGTAGATCCCTCGCGAAACAACAAGGCCCGAA
CCATGGCTcGCATGCTAGACGCAGCCGCCTTcTGCCCGGCATGA
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purpurX

Conus purpurascens:

purpur X
ATGGGCATGCGGATGATGTTCGACGGCATGGTGCTCGTCCCGTGGTTCCCCAAGC
GGCGACAGCGCCGGGCCTCCAGCCTCAAAAAGGCCCTACCACAGCCACTGGAGA
AGCGCTACCGGAAGAGAACAGGAGGTGGACACACTGCCTGCTCCTCTCCCCATCT
CTCACATCTCAAACTCTCTCAGACTGACCAGTGTCCTTGTGGCACTGACTCCCAAA
CTCCCACCCACATCTTACAGTCCTGCCCCTCCTTTGAAGCCTGGAGTTGCCAGACG
TGGCCCAGTCCGGTGGAGGTCCAGGAGAAGCTGTGGGGACCGGCGGGAGGTCGC
TGTGGCGGACTGCTGACTTCGCCTCACCTTACTCACCGGACGGAGGATCTAGCAT
GGCTAAGAGACGCGAAAGAAAGAAAGAATACAGCCACCTGGGAACATCATCCGC
ATGCCCATAATCACTAG

F-Superfamilie
Conus villipinii:

Klonl
GAAATGCGTCGACCGGAAGTGCGTCGACCGGAAGTGCGTCAACCAGAGTTCGCT
GAGACGCCGGTGGGCCAGAAGCGAGGGGGCTTGGGGCGGTGCATCTACAACTGC
ATGAACAGCGGAGGGGGGCTCAGCTTCATCCAGTGCAAGACGATGTGCTAA

Klon2
ATGGGATTCAGAGTGTTGGTCTTGGTCGTCATGGCAACCACTTCTGCTCTCCCCTT
TACATTTTCTGAGGAGCCAGGCAGGAGTCCCTTCAGGCCAGCTTTGAGGTCAGAG
GAAGCGCAGGCCTTGAGGCACGGTCTGACGCTGCTCTTGGCGCGACGGGCGGAT
GGGCAGCCACCAGATATGCGTCAACCGGAAATGCGTCGACCGGAAGTGCGTCGA
CCGGAAGTGCGTCAACCAGAGTTCGCTGAGACGCCGGTGGGCCAGAAGCGAGGG
GGCTTGGGGCGGTGCATCTACAACTGCATGAACAGCGGAGGGGGGCTCAGCTTC
ATCCAGTGCAAGACCATGTGC

Klon3
ATGGGATTCAGAGTGTTGGTCTTGGTCGTCATGGCAACCACTTCTGCTCTCCCCTT
TACATTTTCTGAGGAGCCAGGCAGAAGTCCCTTCAGGCCAGCTTTGAGGTCAGAG
GAAGCTCAGGCCTTGAGGCACGGTCTGACGCTGCTCTTGGCGCGACGGGCGGATG
GGCAGCCACCGGATATGCGTCAACCGGAAATGCGTCGACCGGAAGTGCGTCAAC
CAGAGTTCGCTGAGTTGTCGGTGGGCCAGAGGCGATGGGACGTGGATCAGTGCA
TGTACTACCGCTTGACTGGCGTAGTGGGGTACAGCTACACCGAGTGTCAAACCAT
GTGCACCTGA

Klon4
ATGGGATTCAGAGTGTTGGTCTTGGTCGTCATGGCAACCACTTCTGCTCTCCCCTT
TACATTTTTTGAGGAGCCAGGCAGAAGTCCCTTCAGGCCAGCTTTGAGGTCAGAG
GAAGCTCAGGCCTTGAGGCACGGTCTGACGCTGCTCTTGGCGCGACGGGCGGATG
GGCAGCCaCCGGATATGCGTCAACCGGAAATGCGTCGACCGGAAGTGCGTCAACT
AGAGTTCGCTGAGTTGTCGGTGGGCCAGAGGCGATGGGACGTGGATCAGTGCAT
GTACTACTGCTTGACTGGCGTAGTGGGGTACAGCTACACCGAGTGTCAAACCATG
TGCACCTGA
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Klon5
ATGGGATTCAGAGTGTTGGTCTTGGTCGTCATGGCAACCACTTCTGCTCcTCCCCTT
TACATTTTTTGAGGAGCCAGGCAGAAGTCCCTTCAGGCCAGCTTTGAGGTCAGAG
GAAGCTCAGGCCTTGAGGCACGGTCTGACGCTGCTCTTGGCGCGACGGGCGGATG
GGCAGCCaCCGGATATGCGTCAACCGGAAATGCGTCGACCGGAAGTGCGTCAACT
AGAGTTCGCTGAGTTGTCGGTGGGCCAGAGGCGATGGGACGTGGATCAGTGCAT
GTACTACTGCTTGACTGGCGTAGTGGGGTACAGCTACACCGAGTGTCAAACCATG
TGCACCTGA

Klon6
ATGGGATTCAGAGTGTTGGTCTTGGTCGTCATGGCAACCACTTCTGCCCTCCCCTT
TACATTTTCTGAGGAGCCAGGCAGAAGTCCCTTCAGGCCAGCTTTGAGGTCAGAG
GAAGCTCAGGCCTTGAGGCACGGTCTGACGCTGCTCTTGGCGCGACGGGCGGATG
GGCAGCCACCGGATATGCGTCAACCGGAAATGCGTCGACCGGAAATGCGTCGAC
CGGAAGTGCGTCAACCAGAGTTCGCTGAGTTGTCGGTGGGCCAGAGGCGATGGG
ACGTGGATCAGTGCATGTACTACTGCTTGACCGGCGTAGTGGGGTACAGCTACAC
CGAGTGTGAAACCATGTGCACCTGA

Klon7
ATGGGATTCAGAGTGTTGGTCTTGGTCGTCATGGCAACCACTTCTGCTCTCCCCTTT
ACATTTTcTGAGGAGCCAGGCAGAAGTCCCTTCAGGCCAGCTTTGAGGTCAGAGG
AAGCTCAGGCCTTGAGGCACGGTCTGACGCTGCTCTTGGCGCGACGGGCGGATGG
GCAGCCaCCGGATATGCGTCAACCGGAAATGCGTCGACCGGAAATGCGTCGACCG
GAAGTGCGTCAACCAGAGTTCGCTGAGTTGTCGGTGGGCCAGAGGCGATGGGAC
GTGGATCAGTGCATGTACTACTGCTTGACTGGCGTAGTGGGGTACAGCTACACCG
AGTGTCAAACCATGTGCACCTGA

Klon8
ATGGGATTCAGAGTGTTGGTcTTGGTCGTCATGGCAACCACTTITGCTCTCCCCTTT
ACATTTTITGAGGAGCCAGGCAGAAGTCCCTTCAGGCCAGCTTTGAGGTCAGAGG
AAGCTCAGGCCTTGAGGCACGGTCTGACGCTGCTCTTGGCGCGACGGGCGGATGG
GCAGCCaCCGGATATGCGTCAACCGGAAATGCGTCGACCGGAAATGCGTCGACCG
GAAGTGCGTCAACCAGAGTTCGCTGAGTTGTCGGTGGGCCAGAGGCGATGGGAC
GTGGATCAGTGCATGTACTACTGCTTGACCGGCGTAGTGGGGTACAGCTACACCG
AGTGTGAAACCATGTGCACCTGA

6.3.2 Toxin-Precursor-Sequenzen aus der der Datenbank

A-Superfamilie

Conus ammiralis BD261472
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGTCGTTTCCTCCACTTCA
GGTCGTCGTGCATTTCGTGGCAGGAATGCCGCAGCCAAAGCGTCTGGACTGGTCG
GTCTGACTGACAGGAGACCAGAATGCTGTAGTGATCCTCGCTGTAACTCGACTCA
TCCAGAACTTTGTGGTGGAAGACGCTGATGCTCCAGGACCCTCTGAACCACGACG
T
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Conus ammiralis 2 BD261471
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACCGTCGTTTCCTTCACTTCA
GATCGTGCATTTCGTGGCAGGAATGCCGCAGCCAAAGCGTCTGGCCTGGTCGGTC
TGACCGACAAGAGGCAAGAATGCTGTTCTTATCCTGCCTGTAACCTAGATCATCC
AGAACTTTGTGGTTGAAGACGCTGATGCTCCAGGACCCTCTGAACCACGACGT

Conus aulicus BD261397
ATGTTCACCGTGTTTCTGTTGGTCGTCTTGGCAACCACCGTCGTTTCCTTCACTTCA
GATCGTGCATCTGATGGCAGGAAGGACGCAGCGTCTGGCCTGATTGCTCTGACCA
TGAAGGGATGCTGTTCTTATCCTCCCTGTTTCGCGACTAATCCAGACTGTGGTCGA
CGACGCTGATGCTCCAGGACCCTCTGAACCACGACGT

Conus aulicus 2 BD261396
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACCGTCGTTTCCTTCACTTCA
GATCGTGCATCTGATGGCAGGAAGGACGCAGCGTCTGGCCTGATCGCTCTGACCA
TCAAGGGATGCTGTTCTTATCCTCCCTGTTTCGCGACTAATTCAGACTATTGTGGT
TGACGACGCTGATGCTCCAGGACCCTCTGAACCACGACGT

Conus bandanus BD261406
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACTGCTGTTCTTCCAGTCACTTTA
GATCGTGCATCTGATGGAAGGAATGCAGCAGCCAACGCCAAAACGCCTCGCCTG
ATCGCGCCATTCATCAGGGATTATTGCTGTCATAGAGGTCCCTGTATGGTATGGT
GTGGTTGAAGCCGCTGCTGCTCCAGGACCCTCTGAACCAC

Conus bandanus 2 BD261404
ATGTTCACCATGTTTCTGTTGGTTGTCTTGGCAACCACTGTCGTTTCCTTCGCTTCA
GATCGTGCATCTGATGGCAGGAATGCCGCAGCCAAGGACAAAGCGTCTGACCTG
GTCGCTCTGACCGTCAAGGGATGCTGTTCTCATCCTGCCTGTAGCGTGAATAATCC
AGACATTTGTGGTTGAAGACGCTGATGCTCCAGGACCCTCTGAACCACGACGTTC
GAGCA

Conus betulinus BD261422
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGTCGTTTCCTTCACTTCA
GGTCGTGCATCTGGTGGCAGGAATGCTGCAGCCAAAGCGTCTAACCGGATCGCTC
TGATCGTCAGGAATGCAGAATGCTGTTATTATCCTCCCTGTTACGAGGCTTATCCA
GAAATTTGTCTGTAACGTGAATCATCCAGACCTTTGTGGCTGAAGACCCTGATGC
TCCAGGACCCTCTGAACCACGACGT

Conus bullatus BD261439
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGACAACCACTGTCGTTTCCTTCCCTTCA
GATCGTGCATCTGATGGCAGGAATGCCGCAGCCAACGACAAAGCGTCTGACGTG
GTCACGCTGGTCCTCAAGGGATGCTGTTCCACCCCTCCCTGTGCTGTGCTGTATTG
TGGTAGAAGACGCTGATGCTCCAGGACCCTCTGAACCACGACGT

Conus bullatus 2 BD261438
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGTCGTTTCCTTCCCTTCA
GATCGTGACTCTGATGGCGCGGATGCCGAAGCCAGTGACGAGCCTGTTGAGTTCG
AAAGGGACGAGAATGGATGCTGTTGGAATCCTTCCTGTCCGAGGCCCAGATGTAC
AGGACGACGCTAATGCTCCAGGACCCTCTGAACCACGACGT
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Conus bullatus 3 BD261437
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGTCGTTTCCTTCTCTACA
GATGATGAATCTGATGGCTCGAATGAAGAACCCAGCGCCGACCAGGCTGCCAGG
TCCGCAATGAACAGGCCGCCTGGATGCTGTAACAATCCTGCCTGTGTGAAGCACA
GATGTGGTGGATGACGCTGATGCTCCAGGACCCTCTGAACCACGACGT

Conus caracteristicus BD261408
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGTGGTTTCCTTCACTTCA
GATCGTGCGTCTGAAGGCAGGAATGCTGCAGCCAAGGACAAAGCGTCTGACCTG
GTGGCTCTGACAGTCAGGGGATGCTGTGCCATTCGTGAATGTCGCTTGCAGAATG
CAGCGTATTGTGGTGGAATATACTGATGCTCCAGGACCCTCTGAACCACGACG

Conus caracteristicus 2 BD261407
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGTGGTTTCCTTCACTTCA
GATCGTGCTTCTGATGGCAGGAATGCCGCAGCCAACGCGTTTGACCTGATCGCTC
TGATCGCCAGGCAAAATTGCTGTAGCATTCCCAGCTGTTGGGAGAAATATAAATG
TAGTTAA

Conus circumcisus BD261426
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGTCGTTTCCTTCCCTTCA
GATCGTGCATCTGATGGCAGGAATGCCGCAGCCAGCGACAGAGCGTCTGACGCG
GCCCACCAGGGATGCTGTTCCAACCCTGTCTGTCACGTGGAACATCCAGAACTTT
GTCGTAGAAGACGCTGATGCTCCAGGACCCTCTGAACCACGACG

Conus circumcisus 2 BD261427
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGTCGTTTCCTTCCCTTCA
AATCGTGAATCTGATGGCGCGAATGCCGAAGTCCGCACCGACGAGCCTGAGGAG
CACGACGAACTGGGCGGGAATGGATGCTGTGGGAATCCTGACTGTACGAGCCAC
AGTTGTGATTGACGACGCTGATGCTCCAGGACCCTCTGAACCACGACG

Conus consors BD261416
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGACAACCACTGTCGTTTCCTTCCCTTCA
GATAGTGCATCTGATGTCAGGGATGACGAAGCCAAAGACGAAAGGTCTGACATG
TACAAATCGAAACGGAATGGACGCTGTTGCCATCCTGCCTGTGGCAAACACTTTA
GTTGTGGACGCTGATGCTCCAGGACCCTCTGAACCACGACGT

Conus distans BD261440
ATGTTCACCGTGTTTCTGTTGGTTGTCTTCGCATCCTCTGTCACCTTAGATCGTGCA
TCTTATGGCAGGTATGCCTCACCCGTCGACAGAGCGTCTGCCCTGATCGCTCAGG
CCATCCTTCGAGATTGCTGCTCCAATCCTCCTTGTGCCCATAATAATCCAGACTGT
CGTTAAAGACGCTGCTTGCTCCAGGACCCTCTGAACCACGACGT

Conus episcopatus BD261428
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACCGTCGTTTCCTTCACTTCA
GATCGTGCATCTGATAGCAGGAAGGACGCAGCGTCTGGCCTGATCGCTCTGACCA
TCAAGGGATGCTGTTCTGATCCTCGCTGTAACATGAATAATCCAGACTATTGTGG
TTGACGACGCTGATGCTCCAGGACCCTCTGAACCACGACG
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Conus ermineus BD394991
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGTCGGTTCCTTCACTTTA
GATCGTGCATCTGATGGTAGGGATGCCGCAGCCAACGACAAAGCGTCTGACCTG
ATCGCTCTGACCGCCAGGAGAGATCCATGCTGTTCCAATCCTGCCTGTAACGTGA
ATAATCCACAGATTTGTGGTTGAAGACGCTGATGCTCCAGGACCCTCTGAACCAC
GACGT

Conus leopardus Lpl.4 AY580324
ATGGGCATGCGGATGATGTTCATCATGTTTATGTTGGTTGTCTTGGCAACGACTGT
CGTTTCCTTCACTTCAGATCGTGCACTTGATGCCATGAATGCTGCAGCCAGCAAG
AAAGCGTCTCGCCTGATCGCTCTGGCCGTCAGGGGATGCTGTTCCCATCCTGCCT
GTAGTGGAAATCATCAAGAACTTTGTGATGGAAGACGCTGATGATCCAGGACCCT
CTGAACCACGAC

Conus leopardus 1.3 AY58032323
ATGGGCATGCGGATGATGTTCATCATGTTTATGCTGGTTGTCTTGGCAACCACTGT
CGTTTCCTTCACTTCAGATCGTGCATCTGATGGCAGGAATGCCGAAGCCAAAGCG
CTTGACTTGATCGCTGCGACCGCCAGGCCAAGATGCTGTTCCAATCCTGCCTGTG
GGGCAGGACATCCGGAAATTTGTGCTGGAAGACGCTGATGATCCAGGACCCTCTG
AACCACGAC

Conus leopardus 1.2 AY580322
ATGGGCATGCGGATGATGTTCACCGTGTTTCTATTGGTTGTCTTGGCAACCACTGT
CGTTTCCTTCACTTCAGATCGTGCATTTGATGGCAGGAATGCTGCAGCCAGCGAC
AAAGCGTCTGACCTGATCTCTCTGGCCGTCAGGGGATGCTGTTCCCATCCTGCCTG
TAGTGTGAATAATCCATACTTTTGTGGTGGAAAACGCTGATACTCCATGACCCTCT
GAACCACGAC

Conus magus BD394987
ITCTGATGGCAGGGATGACGAAGCCAAAGACGAAAGGTCTGACATGTACGAATC
GGACCGG61AATGGACGCTGTTGCCATCCTGCCTGTGCGAGAAAGTATAATTGTG
GACGCTGATGCTCC121AGGACCCTCTGAACCACGACGT

Conus magus 2 BD394986
TCTGATGGCAGGGATGACGAAGCCAAAGACGAAAGGTCTGACATGTACGAATCG
AAACGGAATGGACGCTGTTGCCATCCTGCCTGTGCGAAAAACTATAGTTGTGGAC
GCTGATGCTCCAGGACCCTCTGAACCACGACGT

Conus marmoreus Mr 1.1 AY580325
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCCTTCACTTCAGATCGTGCATCTGATGGCAGGAAAGCCGCAGCCAAGGAC
AAAGCGTCTGACCTGGTCGCTCTGACCGTCAAGGGATGCTGTTCTCATCCTGCCT
GTAGCGTGAATAATCCAGACATTTGTGGTTGAAGACGCTGATGCTCCAGGACCCT
CTGAACCACGAC

Conus marmoreus Mrl1.2 DQ359140
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCCTTCACTTCAGATCGTGGATCTGATGGCAGGAATGCCGCAGCCAAGGAC
AAAGCGTCTGACCTGGTCGCTCTGACCGTCAAGGGATGCTGTTCTAATCCTCCCT
GTTACGCGAATAATCAAGCCTATTGTAATGGAAGACGCTGATGCTCCAGGACCCT
CTGA
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Conus monachus BD394976
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGACAACAACTGTCGTTTCCTACCCTTCA
GATAGTGCATCTGATGGCAGGGATGACGAAGCCAAAGACGAAAGGTCTGACATG
TACAAATCGAAACGGAATGGACGCTGTTGCCATCCTGCCTGTGGCAAACACTTTA
GTTGTGGACGCTGATGCTCCAGGACCCTCTGAACCACGACGT

Conus monachus 2 BD394971
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGACAACCACTGTCGTTTCCTTCCCTTCA
GATAGTGCATCTGGTGGCAGGGATGACGAGGCCAAAGACGAAAGGTCTGACATG
TACGAATTGAAACGGAATGGACACTGTTGCCATCCTGCCTGTGGTGGCAAATACG
TTAAATGTGGACGCTGATGCTCCAGGACCCTCTCGAACCACG

Conus obscurus BD261506
ATGTTCACCGTGTTTCTGTTGGTTGTCTTATCAACCACCGTCGTTTCCTCCACTTCA
GATCGTGCATCTGATAGGAGGAATGCCGCAGCCAAAGCGTCTGACCTGATGTATT
CGACCGTCAAGAAAGGATGTTGTTCCCATCCTGCCTGTTCGGGGAATAATCGAGA
ATATTGTCGTGAAAGTGGCTAATGCTCCAGGACCCTCTGAACCACGACGT

Conus obscurus 2 BD261505
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACCGTCGTTTCCTTCACTTCA
GATCGTGCATCTGATGGCGGGAATGTCGCAGCGTCTCACCTGATCGCTCTGACCA
TCAAGGGATGCTGTTCTCACCCTCCCTGTGCCCAGAATAATCAAGACTATTGTGG
TTGACGACGCTGATGCTCCAGGACCCTCTGAACCACGACGT

Conus pennaceus BD261424
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACCGTCGTTTCCTTCACTTCA
GATCGTGCATCTGATGGCGGGAATGCCGCAATGTCTGACCTGATCGCTCTGACCA
TCAAGGGATGCTGTTCTCATCCTCCCTGTTTCCTGAATAATCCAGACTATTGTGGT
TGACGACGCTGATGCTCCAGGACCCTCTGAACCACGACG

Conus pennaceus 2 BD261423
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACCGTCATTTCCTTCACTTCA
GATCGTGCATCTGATGGCGGGAATGCCGCAGCGTCTGACCTGATCGCTCTGACCA
TCAAGGGATGCTGTTCTCATCCTCCCTGTGCCATGAATAATCCAGACTATTGTGGT
TGACGACGCTGATGCTCCAGGACCCTCTGAACCACGACG

Conus purpurascens BD261513
ATGTCTGATGGCAGGGATGCCGCAGCCAACGACAAAGCGTCTGACCTGATCGCTC
TGACCGCCAGGAGAGATCCATGCTGTTTCAATCCTGCCTGTAACGTGAATAATCC
ACAGATTTGTGGTTGAAGACGCTGATGCTCCAGGACCCTCTGAACCACGACGT

Conus purpurascens 2 BD394997
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGTCGGTTCCTTCACTTTA
GATCGTGCATCTGATGGTAGGGATGCCGCAGCCAACGACAAAGCGACTGACCTG
ATCGCTCTGACCGCCAGGAGAGATCCATGCTGTTCCAATCCTGTCTGTACCGTGC
ATAATCCACAGATTTGTGGTTGAAGACGCTGATGCTTCAGGACCCTCTGAACCAC
GACGT
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Conus quercinus Qcl.4 AY588973
ATGGGCATGCGGATGATGTTCACAGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CACTTCAGATCGTGTATCTAATGGCAGGAAAGCTGCAGCCAAACTCAAAGCGCCT
GCCCTGATGGAGCTGTCCGTCAGGCAAGGATGCTGTTCAGATCCTGCCTGTGCCG
TGAGCAATCCAGACATCTGTGGCGGAGGACGCTGATGCTCCAGGACCCTCTGAAC
CACGAC

Conus quercinus Qcl.3 AY58897223
ATGGGCATGCGGATGATGTTCACCATGTTTCTGTTGGTTGTCTTGGCAATCACGGT
GGTTTCCTTCACCTCAGATCATGCATCTGATGGCAGGAATACCGCAGCCAACGAC
AAAGCGTCTAAACTGATGGCTCTTAGGAACGAATGCTGTGACAATCCTCCGTGCA
AGTCGAGTAATCCAGATTTGTGTGACTGGAGAAGCTGATGCTCCAGGACCCTCTG
AACCACGAC

Conus radiatus BD261402
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACCGTCGTTTCCTTCACTTCA
GGTCGTAGTACATTTCGTGGCAGGAATGCCGCAGCCAAAGCGTCTGGCCTGGTCA
GTCTGACTGACAGGAGACCACAATGCTGTTCTCATCCTGCCTGTAACGTAGATCA
TCCAGAAATTTGCGATTGAAGACGCTGATGCTCCAGGACCCTCTGAACCACGACG
T

Conus radiatus 2 BD261401
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACCGTCGTTTCCTTCACTTCA
GGTCGTCGTACATTTCATGGCAGGAATGCCGCAGCCAAAGCGTCTGGCCTGGTCA
GTCTGACTGACAGGAGACCAGAATGCTGTTCTCATCCTGCCTGTAACGTAGATCA
TCCAGAAATTTGTCGTTGAAGACGCTGATGCTCCAGGACCCTCTGAACCACGACG
T

Conus sponsalis BD261430
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACCGTCGCTTCCTTCATTATC
GATGATCCATCTGATGGCAGGAATATTGCAGTCGACGACAGAGGGCTTTTCTCTA
CGCTCTTCCATGCTGATTGCTGTGAAAATCCTGCCTGTAGACACACGCAGGGTTG
TTGATCTTTGTTCTTCAAAGACACTGCTGGCCCAGGACCCTCTGAACCACGACG

Conus sulcatus BD261415
ATGTTCACCGTGTTTCTGTTGGTTCTCTTGGCAACCACCGTCGTTTCCTTCAATTCA
GATCGTGCATTAGGTGGCAGGAATGCTGCAGCCAAAGCGTCTGACAAGATCCTTT
CGAACCTCAGGAGAGGAGGATGCTGTTTTCATCCTGTCTGTTACATCAATCTTCTA
GAAATGTGTCGTCAACGAGGCTGATCGTCCAGGACCCTCTGAACCACGACGT

Conus sulcatus 2 BD261414
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACCGTCGTTTCCTTCAATTCA
GATCGTGATCCAGCATTAGGTGGCAGGAATGCTGCAGCCATAGCGTCTGACAAG
ATCGCTTCGACCCTCAGGAGAGGAGGATGCTGTTCTTTTGCTGCCTGTAGAAAGT
ATCGTCCAGAAATGTGTGGTGGACGACGCTGATGCT
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Conus sulcatus 3 BD261411
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACCGTCGTTTCCTTCAATTCA
GATCGTGATCCAGCATTAGGTGGCAGGAATGCTGCAGCCAAAGCGTCTGACAAG
ATCGCTTCGACCCTCAAGAGAAGAGGATGCTGTTCGTATTTTGACTGTAGAATGA
TGTTTCCAGAAATGTGTGGTTGGCGAGGCTGATGCTCCAGGACCCTCTGAACCAC
GACGT

Conus striatus BD261403
ATGTTCACTGTGTTTCTGTTGGTTGTCTTGGCAATCACTGTCGTTTCCTTCCCTTTA
GATCGTGAATCTGATGGCGCGAATGCCGAAGCCCGCACCCACGATCATGAGAAG
CACGCACTGGACCGGAATGGATGCTGTAGGAATCCTGCCTGTGAGAGCCACAGA
TGTGGTTGACGACGCTGATGCTCCAGGACCCTCTGAACCACGACGTTCGAGCA

Conus striatus 2 BD394989
TCTGATGGCAGGGATGACGAAGCCAAAGACGAAAGGTCTGACATGCACGAATCG
GACCGGAAAGGACGCGCATACTGTTGCCATCCTGCCTGTGGCAAAAAGTATAATT
GTGGACGCTGATGCTCCAGGACCCTCTGAACCACGACGT

Conus striatus kappaA AY 166873
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCCACCCCTTCAGATCGTGCATCTGATGGCAGGAATGCCGCAGTCCACGAG
AGACAGAAGAGTCTGGTCCCTTCGGTCATCACGACTTGCTGTGGATATGATCCGG
GGACAATGTGCCCTCCTTGCAGGTGCACTAATAGCTGTGGTTAA

Conus stercusmuscarum BD261425
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGTCGTTTCCTTCCCTTCA
GATCGTGAATCTGATGGCGCGAATGACGAAGCCCGCACCGACGAGCCTGAGGAG
CACGGACCGGACAGGAATGGATGCTGTAGGAATCCTGCCTGTGAGAGCCACAGA
TGTGGTTGACGACGCTGATGCTCCAGGACCCTCTGAACCACGACG

Conus stercusmuscarum 2 BD261417
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGTCGTTTCCTCCCCTTCA
GATCGTGCATCTGATGGCAGGAATGCCGCAGCCAACGAGAAAGCGTCTGACGTG
ATCGCGCTGGCCCTCAAGGGATGCTGTTCCAACCCTGTCTGTCACCTGGAGCATT
CAAACATGTGTGGTAGAAGACGCTGATGCTCCAGGACCCTCTGAACCACGACG

Conus textile TX2 AF146353
ATGGGCATGCGGATGATGTTCACCGTGTTTCTCTTGGTTGTCTTGGCAACCACCGT
CGTTTCCTTCACTTCAGGTCGTCGTACATTTCATGGCAGGAATGCCGCAGCCAAA
GCGTCTGGCCTGGTCAGTCTGACTGACAGGAGACCAGAATGCTGTTCTCATCCTG
CCTGTAACGTAGATCATCCAGAAATTTGTCGTTGAAGACGCTGATGCTCCAGGAC
C

Conus textile Tx1 AF146352
ATGGGCATGCGGATGATGTTCGTCGTGTTCCTGTTGGTTGTCTTGGCAAGCACTGT
CGTTTCCTCCACTTCAGGTCGTCGTGCATTTCATGGCAGGAATGCCGCAGCCAAA
GCGTCTGGCCTGGTCAGTCTGACTGACAGGAGACCAGAATGCTGTAGTGATCCTC
GCTGTAACTCGAGTCATCCAGAACTTTGTGGTGGAAGACGCTGA
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Conus textile 2 BD261400
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACCGTCGTTTCCTTCACTTCA
GGTCGTAGTACATTTCGTGGCAGGAATGCCGCAGCCAAAGCGTCTGGCCTGGTCA
GTCTGACTGACAGGAGACCACAATGCTGTTCTCATCCTGCCTGTAACGTAGATCA
TCCAGAAATTTGTCGTTGAAGACGCTGATGCTCCAGGACCCTCTGAACCACGACG
T

Conus tulipa BD261525
ACTGATGGCAGGAGTGCTGCAGCCATAGCGTTTGCCCTGATCGCTCCGACCGTCT
GGGAAGGATGCTGTTCTAATCCTGCCTGTCTCGTGAATCATATACGCTTTTGTGGT
GGAAGACGCTGATGCCCCAGGACCCTCTGAACCACGACGT

Conus tulipa 2 BD261410
ATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGTCGTTTCCTTCCCTTCA
GATATAGCAACTGAGGGCAGGAATGCCGCAGCCAAAGCGTTTGACCTGATATCTT
CGATCGTCAGGAAAGGATGCTGTTCCAATCCCGCCTGTGCGGGGAATAATCCACA
TGTTTGTCGTCAAGGTCGCTGATGCTCCAGGACCCTCTGAACCACGACGT

Andere Conotoxin-Superfamilien

C. arenatus M-Superfamilie AF214925
GGGATCTATAGCAGTTCATGATGTCTAAACTGGGAGTCTTGTTGACCATCTGTAT
GCTTCTGTTTCCCCTTACTGCTCTTCCGCTGGATGGTGATCAACCTGCAGACCGAC
CTGCAGAGCGTATGCAGGACGACTTTATATCTGAGCAGCATCCCTTGTTTAATCC
CATCAAACGGTGTTGCGACTGGCCATGCACCATAGGATGCGTACCTTGTTGTAAA
TGACCA

C. arenatus T-Superfamilie AF215104
CGGATCTTCAGTGTTCACCAACAGCTACACCTGCCAACCGATCCTTTCTCTGCACT
ACGTGGCACTTTGCAGTGTGAGRACAAGAATCTGACTACACGCAAAATGCTGTGT
CTTCCAGTCTTCATCATCCTTCTTCTGTTGGCTTCTCCTGCAGCTTCAAACCCTCTG
GAAAAGAGAATCCAAAACGATTTGATTCGTGCAGCCCTTGAAGACGCCGATATG
GAAAACGACCCACGGTCAATAATCGACTCCGTTAAAACGTTTTGCTGCTCAACTT
TTAATCTTGGTATTTGCTGTAGTAAGAAATAACCAAGAGGCTTTAAAGTGTGGCT
GACTTTGGAAACGACACCTCCAAACTGTACCCGGATATGAGATGAAAAAAACAG
GCTGTTTCTTCTGCACATACTCGTGTGGGTTGAAACAGTCGTCAAATATACGTGAC
CATTCGCATTGTCATGTTCTCCGTTTTATTTACAGAACTGCATACCAAATTAGACA
AATGTCTTTGAAATTGAACTCATTTTCTACAGAGTATAGGCAGTGACCAATTGAT
GATAGTTCAATTAATTCTGATTATCTAAAACTGCTTCGACATCTTTTTTGTGTGCTT
TTTGTGACAGTTTCCGTATCGCTAGGTCGTCTGCAAGTACAACAATATTGTCCTCT
TTTTCTTCAGTCATGGCCGAGAAAACTCATCATGTCAATGTAATCATTATAATTAC
CTAGCTTTAGAGTGACTTTTCTTCCGTGTTGAATGTTTATCCTGTATACAAAGAGT
GGTCAGATCGACTAATAAACGCTTGCATGGCAATGTCAAAAAAAAAAAAAAAAA
A
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C. arenatus O-Superfamilie AF215068
ATCCATCTGAGCTGACGCAGTCTACATACCTTGCTGTATCTGGTGAAGTGAGAGT
CCAACAGCTGTGACACCAGCCCAAACCTTTCAACTCACTACGTGGCAGTTGCAGT
TTTCAACGTGTGGACAGGATTGAACAAAATTCAGGATGTCAAGATTGGGAATCAT
GGTGCTAACTCTTCTACTTCTTGTGTTCATAGTAACCAGTCATCAGGATGCAGGAG
AGAAGCAGGCGACGAAAAGGGCCGCAGTCAACTTCAGATGGAGAAGATCATTCA
CTCGGAGAGCAGCAGCTGAGGAGTGCGAAGAGTACTGTGAGGAGGAGGAAAAG
ACCTGCTGCGGCGAAGAAGATGGAGAACCCGTATGTGCCGAATTTTGCTTAGGAT
AGTTTCTGTACACTGTCTCATTCATTATTTTATCAGTACAAGTGTAAACGAGACCT
ATCAGAAAGTCGAAGGTTGTGCGTAATTTGATAAGCACTGTTTATTGGGACGAAC
GGATTTGAGATGCAAAGAGAATAAAACAGCAACAAGAGGAAAAAAAAAAAAA

C. californicus CalTx O-Superfamilie EU022528
ATGAAACTGACGTGCGTGCTGGTCGTTCTTCTTCTGGTTCTGCCCTTTGGTGACCT
CATCACCACTAGTAACACCGAAGATAATAAGAGAGGTGCTACTCCATGGCAGAA
CAGCTTGAAAGCTCGTGGCGTGTGCAGCACGCCCGAAGGATCATGTGTCCACAAC
GGATGCATATGTCAGAACGCACCTTGCTGTCACCCGTCCGGTTGTAACTGGGTCA
ATGTTTGCCCAGGTTTCTTATGGGACAAAAACTGA

C. capitaneus O-Superfamilie (aus MELAUN 2003)
ATGAAACTGACGTGCGTGCTGATCGTCGTCGTACTGTTCCTGACGGCCTGTCAAC
TCATTACAACTGATGACTCCACTGGTAAGCAGAGATATCAGGCTTGGAAGTTGAG
AAGCAAGATGCAGAATTCCGTGCTCTCCAGGTTGTCCAAGCGATGCGATGAGGA
AGGCACTGGCTGTTCTTCTGATAGCGAGTGCTGCAGTGGCCGATGTACCCCAGAA
GGATTGTTTGAATTTTGCGAGTAA

C. capitaneus I-Superfamilie (aus MELAUN 2003)
ATGATGTTTCGATTGACGTCAGTCAGCTGTTTCCTGCTGGTCATCGCTTGTCTGAA
CTTGTTTCAGGTTGTACTTACCAGACGCTGCTTCCCTCCAGGAGTGTACTGCACAA
GACATCTCCCCTGCTGTCGTGGAAGGTGCTGTTCTGGGTGGTGCAGACCAAGGTG
TTTCCCAAGGTATGGAAAGAGG

C. catus O-Superfamilie BD241823
ATCATCAAAATGAAACTGACGTGTGTGGTGATCGTCGCCGTGCTGCTCCTGACGG
CCTGTCAACTCATCACAGCTAATGACTCCAGAGGTACGCAGAAGCATCGTGCCCT
GAGGTCGGACACCAAACTCTCCATGTCGACTCGCTGCAAGAGTAAAGGAGCAAA
ATGTTCAAAGCTTATGTATGACTGCTGCAGCGGTTCTTGCAGCGGCACCGTAGGT
AGATGTGGCTGATCCGGCGCTTGATCTCCCCCTTCTGTGCTCTATCCTTTTCTGCCT
GAGTCCTCCTTACCTGAGAGTGGTCATGAACCACTCATCACCTACCCCCTGGAGG
TCTCAAAGAACTACTTGAAATAAAGCCGCTTGCAAAAAAAAAAAAAAAAAA

C. caracteristicus T-Superfamilie BD270192
ATGCGCTGTCTCCCAGTCTTCATCATTCTTCTGCTGCTGATTGCATCTGCACCTGG
CGTTGATGCCCAACCGAAGACCAAATATGATGCGCCCCTGACATCTCTCCACGAT
AATGCAAAGGGTATACTACAAGAACATTGGAACAAACGCTGCTGCCCCAACAAG
CCTTGCTGTTTTATAGGAAGGAAATGAATGATTTTGGGTGAGACCCCTGCAAACT
GTCCCTGGATTTGAATTTTGGAAAGCAGACTGTTCCTTTCGCACGTGTTCGTGGAA
TTTCGAATGGTCGTTAACAACACGCTGCCACTTGCAAGCTACTATCTCTCTGTCCT
TTTTCTCTGTGAAACTGGATGGTCTAACAACTGAGATGTCATAGAAAATTTTCAAT
CGGTGTACTCTATGACCATCTA
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C. ferrugineus J-Superfamilie fel4.1 DQ447644
ATGCCGTCTGTTCGGTCTGTGACCTGCTGCTGTCTGCTGTGGATGATGCTCTCTGT
ACAGCTCGTCACTCCTGGCTCCCCTGGAACTGCACAGCTGTCTGGGCATCGCACT
GCTAGAAGTCCTGGATCGACAATATGCAAAATGGCGTGCAGGACGGGAAACGGA
CACAAGTATCCCTTTTGCAATTGCAGAGGGAAACGGGACGTGGTTTCTTCATCGA
TGGCGGTTTGA

C. ferrugineus J-Superfamilie fel4.2 DQ447645
ATGCCGTCTGTTCGGTCTGTGACCTGCTGCTGTCTGCTGTGGATGATGCTCTCTGT
ACAGCTGGTTACTCCTGGCTCCCCTGGAACTGCACAGCTGTCTGGGCAGCGCACT
GCTAGAAGTTCTGGGTCGACAGTATGCAAGATGATGTGCAGGTTGGGATACGGA
CACTTGTATCCCTCTTGCGGATGCAGAGGGAAACGGGACGTGGTTTCTTCATCGA
TGGCGGTGTGA

C. geographus T-Superfamilie BD270185
ATGTGCTGTCTCCCAGTCTTCGTCATTCTTCTGTTGCTGATTACATCTGCACCTAGC
GTTGATGCTCTACCGAAGACCAGGGATGATGTGCCCCTAGCATCTTTCCACGGTG
GATATAATGCAAGGAGAATCCTACAAAGGCGTCAGGGCTGGTGCTGCAAAGAAA
ATATTGCGTGCTGTGTATAGTGGTAACGGGAAATGACTTTGGATGAGACCCCTGC
AAACTGTCCCTGGATGTGAAATTTGGAAAGTAGACTGTTCCTTTCGCGCGTGTTC
GTGGAATTTCAAATGGTCGTCAACAACACACTGCTACTTGCAAAGCTACTATCTC
TCTGTCCTTTCATCTGTGGAACTGGGTGATCTAACAGCTGAAATGTCGCAGAAAT
TTTTCAATTGGTCTATACTATGACCATGTAGTCAG

C. gloriamaris T-Superfamilie BD270194
GGGCAGGTACTCAACGAACTTCAGGACACATTCTTTTCACCTGGACACGGGAAAC
TGACTATAAGCAGAATGCGCTACCTACCAGTCTTCGTCATTCTTCTGCTGCTGATT
GCATCTATACCTAGCGATACTGTCCAACTGAAGACCAAAGATGATATGCCCCTGG
CATCTTTCCACGGTAATGGAAGACGAATCCTGCGAATGCTTTCAAACAAACGCTT
ATGCTGTGTCACCGAGGATTGGTGCTGTGAATGGTGGTAAAGGAAAATGACTTTG
GATGAGACCCCTGCAAACTGTTTCTGGATGTGAGATTTGGAAAGCAGACTGTTCT
TTCGCACGTATTCGTGAAATTTCGAATGGTCGTTAACAACACGCTGCCACTTGCA
AGCTGCTATCTCTCTGTCTTTTCATCTGTGGAACTGTATGATCTAACAACTGAAAT
GTCATAGACATTTTTCATTGGGTATACACTATGACCATGTAGCCAGTAATTACATC
ATTTGGACCTTTTGGATATTTTTCAGTATGTAAGTGTGTTCCCTTAAAAAGTCCTT
TGTAATTATGTATTTTAANAATTTANGTTTTGCACATAAATTGTAAAACGCTGTCC
TTTCTGTTGNTCCTACATCANTGGTGGGGAAAAGNAAAATGTTTGGCCNTGGTCA
AATTTAAATAATNACCCTGCCGTTTNAATGCNGTTATTANTGGTATTTTNAACNTT
GNACGGTTAAACTT

C. gloriamaris spasmodic peptide P-Superfamilie AF193511
ATGCATCTGTCACTGGCACGCTCAGCTGTTTTGATGTTGCTTCTGCTGTTTGCCTT
GGGCAACTTTGTTGTGGTCCAGTCAGGACTGATAACAAGAGATGTGGACAATGG
ACAGCTCACGGACAACCGCCGTAACCTGCAAACGGAGTGGAACCCATTGAGTCT
CTTCATGTCACGACGGTCTTGTAACAATTCTTGCCAGAGCCATTCCGATTGCGCAT
CCCATTGTATTTGCACGTTTAGAGGATGCGGAGCTGTCAATGGTTGA
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C. imperialis T-Superfamilie BD270184
AATTCGGAAGCTGACTACAAGCAGAATGTACTGTCTCCCAGTCTTCATCATTCTTC
TGCTGCTGATTTCATCTGCACCTAGCACTCCTCCCCAACCAAGGAACAAAGATCG
TGTGCACCTGATATCTTTACTCGATAATCACAAGCAAATCCTACAAAGAGATTGG
AACAGTTGCTGTGGGAAAAATCCTGGTTGCTGTCCTTGGGGAAAATGACTTTGGA
TGAGACCCCTGCAAACTGTCCCTGGATGTGAGATTTGGAAAGCAGACCGTTTGTG
GAATTTTGAATGGTCGTTAACAACACGCTGCCACTTGCAAGCTACAATCTCTCTGT
CCTTTCATCTTTGGAACTGGATGATCAAACAACTGAAATGTCATAGAAATTTTTCA
ATGGGTATACAATATGTGGGCATTTAGTCAGTAATTACATCATTTGG

C. imperialis I-Superfamilie (aus MELAUN 2003)
ATGATGTTTCGATTGACGTCAGTCAGCTGTTTCCTGCTGGTCATCGTTTGTCTGAA
CTTGGTTGTGCTTACCAATGCCTGCCGCCTTGAAGGATCGTCCTGCAGACGTTCTT
ACCAGTGCTGTCATAAGAGTTGCTGTATTAGGGAGTGCAAATTTCCGTGTCGATG
GGATGGAAAGAGG

C. imperialis I-Superfamilie (aus MELAUN 2003)
ATGATGTTTCGATTGACGTCAGTCAGCTGTATCCTGCTGGTCATCGCTTTTCTGAA
TTTGGTTGGGCTTACCAATGCCTGCACCTCTGAAGGATACAGTTGCTCCAGTGACT
CCAACTGCTGTAAAAATGTGTGCTGTTGGAATGTATGCGAAAGTCACTGTGGACA
TCATGGAAAGAGG

C. imperialis O-Superfamilie (aus MELAUN 2003)

ATGAAACTGACGTGCATGATGATCGTTGCTGTGATGTTCTTGACCGCCTCGATATT
CATCACGGCTGATAACTCCAGAAATGGAATCGAGAATCTTCCTCGGATGAGACGT
CACGAAATGAAGAAACCCAAAGCCTCTAAATTAAACAAGAGAGTCTGTATTGCT
GATGACATGCCTTGTGGCTTCGGTCTATTTGGAGGGCCGTTGTGCTGCAGTGGCT
GGTGCCTTTTCGTCTGCCTGTGA

C. leopardus T-Superfamilie AY591769
ATGCGCTGTGTCCCAGTCTTCATCATTCTTCTGCTGCTGATTCCATCTGCACCCAG
CGTTGATGCCCAACGGAAGACCAAAGATGATGTGCCCCTGGCATCTTTCCATGAT
AATGCAAAGCGAACCCTGAAAAGACTTTGGAACAAACGCTCGTGCTGCCCACAA
GAATTTTTATGCTGTCTATACCTGGTGAAATGACTTTGGGTGAGACTCCTGCGAAC
TGTCCCTAGATGTGAGATTTGGAAAGCAGACTGTTCCTTTTGTGTGTTTTCGTGGA
ATTTCGAATGGTCGTCAACAACATTCTGCCACTTGCAAGCTATTATCTCTTTGTCC
TTTCATATGTGGAAATGGATGACCTAACAACTGAAATGTCATGGAAATTTTTCAA
TGGGTATACACTATGACCATGTAGTCGGAAATTGCATCGTTTGGACTTTTTGGAAT
ATTTTTCAAAATGTAGTAAGTTTTTTTTTTTCCTTTGGAAAGGTCCTTTGTGATTAA
ATATTTCAGTATGTTATGCTTTGCACACAAGCTATAGAATGCTATCTTTCTTTTTGT
TACCATATCAATGATGGGGCCCNAAAAATCATTGGGTTTTGGGCCTATGTAAATT
TATGACCTGGCATTAAGTGGCTTAT
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C. leopardus M-Superfamilie Lp3.2 AY880682
ATGTTGAAAATGGGAGTAGTACTATTCACCTTTCTGGTCCTGTTTCCCCTGGCAAC
GCTCCAGCTGGATGCAGATCAACCTGTAGAACGATATGCGGAGAACAAACAGGA
CCTCAACCCAAATGAAAGGATGAAAATGATAATGTCTGCTTTGGGGCAGAGGCG
ATGCTGTATTTCGCCAGCGTGTCACGAGGAGTGTTATTGCTGCCAGTAGCGCCCA
ACATCCATGGCGCTGTGCCGGGCGGTTTTATCCACAATGACAGCGTTTGTTGATC
ACATGGATTATCGCGCCCACGTCTCTTGTCTAAGAATGACGAACATGATTGCACT
CTGATTCAGATTTTGTGATCTTTTCTGACAATAAATGACCAAACTCCAAAAAAAA
AAAAAA

C. litteratus contulakin It1 DQ345391
GACACATTCACTCTACAGCGCAGTGACCAGACGTGTGGTGGTTTTGTCCAGGGAG
GGAATTGATCCATCAGAGCAATTGGAGAGGGAAAGCAAGCGACAAAGATGCGGA
CGGCCTACTGGGTGATGGTGATGATGATGGTGGGGATTACAGCCCCTCTGTCTGA
AGGTCGTAAATTGAACGACGCAATTCGGGGTTTGGTGGCAGATTACTTAACCCCA
CAGCTTTTGCAAAGTCTGGTTTCCGCTCCTTATCCTGAGTTTCAGCTTGACGACCC
TAATCTGGAGATACCCGTATGTATCTGGAAGGTATGTCCACCAATCCCATGGAGA
CGACGTGATCTTAAGAAAAGAAACAAATGACGTCAGACAACCGCCACAACTTCA
GTACGACATCGTTCATACGACTTGAGCAAATATTTCAGCATCACTATGGTTGTGA
AGAAATCAGTTGCTTTAAAAGATTGGATCTTTCCTTGTTTAAGAGTTGTATTGATG
TCAGCTCTGCACTCTGAAATAAAGCTGATGTGACCNTCCAAAAA

C. litteratus Contulakin It 2 DQ345390
GAGACATTCACTCCACAGCGCAGTGACCAGACGTGTGGTGGTTTTGTCCGGGGAG
GGAATTGATCCATCAGAGCAATTGGAGAGGGAAAGCAAGCGGCAAAGATGCAGA
TGGCCTACTGGGTGATGGTGATGATGATGGTGGGGATTACAGCCCCTCTGTCTGA
AGGTCGTAAATTGAACGACGCAATTCGGGGTTTGGTGCCAAATGACTTAACCCCA
CAGCTTTTGCAAAGTCTGGTTTCCCGTCGTCATCGTGTGTTTCATCTTGACAACAC
TTATCTCAAGATACCCATATGTGCCTGGAAGGTATGTCCACCAACCCCATGGAGA
CGACGTGATCTTAAGAAAAGAAACAAATGACGTCAGACAACCGCCACAACTTGA
GTACGACATTGTTAATGCGACTTGAGCAAATTTTTCAGCATCACTATGGTTGTAA
AGAAATCAGCTGCTTTAAACGATTGGATCTTTCCTTATTTAAGAGTTGTATTGATG
TCAGCTCTGCACTCTGAAATAAAGCTGATGTGACAAACCAAAAAAA

C. litteratus contryphan It 1 DQ345389
GATCTACACTCCGCCTGCTGAACCGTCAACTACACTCTCTGTCTCCCTGATTGCTG
CCTTCAGTCCACCCGCCCTCATCACAGCGCAGACTGGAAGTGAAGAACCTTTATC
ATGGGGAAGCTGACAATTCTGCTTCTTGTTGCTGCTGCACTGTTGTCGACCCAGGT
CATGGTTCAAGGTGGCGGAGATCAACCTGCAGCTCGTAATGCAGTGCCAAGAGA
CGATAACCCAGATGGAATGAGTGGACAGTTCATGAATGTTCTACGTCGGTCTGGA
TGTCCGTGGGAACCTTGGTGTGGCTGATCGGAATCTTCGATTGCTCTGACAGCCA
ACGGTGCCGCACTCCAATTACCCTATAGTGGTCTGATCGTTCCAGAACAATGATG
TTTTGGAAACCGTATTCGTTGCTGCGGCCATTTTTGTTGTGTTGTAATGAAATAAA
ACGATGACAACCTAAAAAA
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C. litteratus P-Superfamilie DQ345386
GACTAAGACATCCAGTGGCGACAGACGTTGAAGATCCTTGGCGGAAAGAAGATC
GTCTCCTCATCTCGTGCTGGTTTGCCCTCCACTCGACTTACGAACACTTGTTCGCT
TCACATCCCCGCATCGAGCCAGAAAGGAAACGCTTTCAGCCGTTACAATGACTCT
GACGAAATCAGCTGTTCTGATTCTGGTGCTACTGTTGGCCTTTGACAACTTTGCTG
ACGTCCAGCCTGGCCTAATAACAATGGGTGGGGGCAGACTCTCTAACCTGCTGTC
CAAGAGGGTCAGGATTTGGTTCTGTGCTAGTAGAACTTGCTCTGCACCTGCGGAC
TGCAACCCCTGTACCTGTGAATCCGGCGTGTGCGTGGATTGGCTATGAAGCTGAC
TGTCTCCTTCAAGTTCAATCAAAGAGACTTTGATTTCAATCAGTGATTGAAGTCTC
TTTGGTTCTATGTCACAGGGCTGACGTCAACGAATCGATACTTGGCTTGCTTTCTT
TGACTTTTGTTTCCGTGCTCTCACCATTACACGTAGCAGCTGTTCTTTAACCCTCG
CTCTGACACGTGTTGTAGCTTACAGTAAGCGGAGAGACAGTGTCCTGACAGGTTC
CTTTCGTTTCTGGCTTACAGAGCGTGGTCGCCTTAAAGCTCCACTCCACTTTGATT
GCCTGTTGCTTTTCAAGCAGATCTACCGTCAAGGATTATCCAGACCTTTTGAAATC
CGCCTGAGAGGTTATCTTTTCACTAGCCCCTGTTGGTTTGCCTCTGTGGTTGCGCG
AATCTGGTCTCCGTTCAGCAACATTTAGAAAAAAAAA

C. litteratus M-Superfamilie DQ345381
GAGAGCAGGGCGCCACAGCTAAGACAAGACGATCGATAGCAGTTCATGATGTCA
AAACTGGGAGCCTTGCTGACCATCTGTCTGCTTCTGTTTCCACTTACTGCTGTTCC
GCTGGATGGAGATCAACCTCTAGACCGACACGCGGAGCGTATGCATGATGGCATT
TCACCTAAACGCCATCCCTGGTTTGATCCCGTCAAACGGTGTTGCAAGGTGCAAT
GCGAGTCTTGCACCCCTTGTTGCTAACGTGTTGATGACCAGCTCTCTTATCACGAC
CACGTCAAGTGTCTAATGAATAAGTAAAACGATTGCAGTTTCCTTCAGATTTGCTT
TTGTATTTTGGTCTAAAGATCAATGACAAACTGTTGTTTTGAGGCGGATTTTCAAA
TATTCCGCGATTCTTATCCAACACTAGATAATTTAATCAAAGTAGATCTGATATTC
TATCAATGCCTTGCTTTTTCGTCTGTTGTATCAGTTTTGTTTCTATTTAATTTTTCGT
CACCGTCTGC

C. litteratus O-Superfamilie DQ345368
GAGATCGTGTGCATGATCCTTGAACGGTGAACCTGACTTCACATTTCTTCACTGTC
TTCTTTGGCATCACCAAGATCATCATCAGAATGAAACTGACGTGCGTGTTGATCA
TCGCCGTGCTGTTCCTGATGGACAATCAGCTCATTACAGCTGATTACCCCAGAGA
TGAGCAGGTATACCGTGCAGTGAGGTTGAGAGACGCAATGCAGAAATCTAAAGG
TTCAGGGTCGTGCGCGTACATAAGTGAACCTTGTGATATTCTCCCTTGCTGCCCTG
GTCTGAAGTGCAATGAGGACTTTGTACCCATATGTCTCTGAAATTAGCCTGGCAT
CTGATATTTCCCCACTGTGCTCTACCCTCTTTTGCCGGATTCATCCTTACCTATGTG
TGGTCATGAACCACTCAGTACCTACACCTCTGGTGGCTTCACCGGACGTATATCA
AAATAAAACCACATTGCAATGACAAAAA

C. litteratus T-Superfamilie IDQ345363
GGCTCTTCACTCTGCAGCCTCCATCTGCCTTGAAGCCGTCAGCCCTCCCCATCGGG
TGTTCAGTGTTTACCAACAGCCACGCCTGCCAACCGATCCTTTCTCTGCGCTACGT
GGCACTTTCAGTGTGAGAACAAGAATCTGACTACAAGCAGAATGCTGTGTCTTCC
GGTCTTCATCATCCTTCTTCTGTTGGCTTCACCTGCAGCTCCAAAGTCTTTGGAAA
CGAGAATCCAGAACGATTTGATTCGCGCAGGCCTTACAGATGCCGATCTGAAAAC
CGAAAAAGGCTTCCTTAGCGGCCTACTCAACGTGGCCGGCAGTGTGTGCTGCAAG
GTTGATACCAGTTGCTGTTCTAGCCAATAATCAAGATGCTTTAAAGTATGGCTGA
CTTTGGAACCGACACCTCCAAACTGTACCCGGATATGAGATGTAAAAAAGCAGA
CTGTTTCTTTTGCACATGCTCGTGTGGGTTGAAACAGTCATCTAATATACGCTGCC
ATTTGCATTGTCATGCTCTGCGTTTATTCACAGAACTGCATACCTAATTAGATTAA
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ATGTCTTGGAAATTGAACTCATTTTCTGCACAGTATAGTCAGTGACCAACCAGTC
ATACTTCAAATATTTCTGATTATCTAAACTGCTTCAACATCTTTTTATGTGTGCTTT
TTGTGACATTTTCGTTTCGCTAGGCGTCTGCAGTACAATATATTGTCTCCTTTTCTT
CAGCATGAAGAAAAACTCTCTGGGCAAGGATCATCATAATTCCTAGCTTTAAGGG
ACTTCCTTCGGTGTTGAATGGTCGACATGTTACAAAGAGTGGTCAAAAGACTAAT
AAACCGCTTGCATTGAAAAA

C. litteratus L-Superfamilie DQ205654
AACAGATACGTCAGCTACGCTACTCTACTCTGCCTAACATCTACAATTTGAACGA
TCATCATGAAGCTGTCAGTGATGTTCATTGTCTTTCTGATGCTGACCATGCCCATG
ACCTGTGCTGGCATTAGTCGCAGCGCTACCAACGGGGGAGAGGCCGATGTGCGA
GCACATGACAAGGCAGCTAACCTAATGGCGCTCCTACAGGAAAGAATGTGCCCT
CCCTTGTGCAAACCCAGCTGCACAAATTGCGGCTGATTCGAAAATTCGTATCAAC
AGCATCAACATAAACGCTCGGCTGGCGTTCCCTGTGTTCCTCTGTCAACTGTCAA
ATCCACTATCCTTCAGTCTACTATTACTGCACTGTCAACTGTCAAATCCACTATTT
TTCAGCCTACTATTACTGCACTGTCAACTGTCAAATCCACTATCCTTCAGTCTACT
ATTACTGCACATATGCATCTTGCTGCCAGCATATTGAACAATATTCATTCCACTGC
TAAATAAATCAAAATCCAAGTACAAA

C. lividus LiCr95P O-Superfamilie DQ141167
TCATCGTCAAGATGAAACTGACGTGCGCTTTGATCGTCGCCATGCTGTTCCTGAC
GGCCTGTCAACTCACTACAACTGATGATTCGAGAGGTAGGCAGAAGTATCCTACT
GAGAGGTTGAGAGTCAAGATGAGGAATCCCAAGCTCTCCAAGTTGACAAAGACG
TGTGATCCACCCGGTGACAGTTGCTCTAGGTGGTATAATCATTGCTGCAGTAAGT
TGTGTACTTCACGGAATAGCGGGCCAACTTGCTCGCGCCCATGAGTGGCCATGAA
CCATTCAGGACCCACTCTTCTCGTGAGGTCAGATGACGAATTAAAAAAAGAAACA
TTGTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

C. magus MgJr93P O-Superfamilie DQ141173
TCATCGTCAAGATGAAACTGACGTGCGTGTTGATCATCGCCGTGCTGTCCCTGAC
AGCCTATCAACTCGCTACAGCTGCGAGCCACGCCAAAGGTAAGCAGAAGCATCG
TGCTCTGAGGCCAGCTGACAAACACTTCAGGTTTACCAAGCGTTGCAATAATCGC
GGTGGAGGTTGCAGTCAACATCCTCATTGCTGCAGTGGAACTTGCAATAAGATTT
TTGGCGTATGTCTGTAAAGCTGGTCTGCCGTCTGATATTCCCTTTCTGTGCTTTATC
CTCTTTTGCCTGAGTCATCCATACCTGTGAATGGTTAAGAGCCACTCAATACCTAC
TCCTCTGGGGGCTTCAGAGGAACTACTTTACAATAAAACCACATTGCAATGAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

C. marmoreus O-Superfamilie DQ141177
TCACTGTCGTCTTTCGCATCATCCAAAACATCACCAAGATGAAACTGACGTGCAT
GATGATCGTTGCTGTGCTGTTCTTGACCGCCTGGACATTCGTCACGGCTGTGCCTC
ACTCCAGCGATGTATTGGAGAATCTTTATCTGAAGGCACTTCACGAAACGGAAAA
CCACGAAGCCTCTAAATTGAACGTGAGAGACGACGAGTGCGAACCTCCTGGAGA
TTTTTGTGGCTTTTTTAAAATTGGGCCGCCTTGCTGCAGTGGCTGGTGCTTCCTCT
GGTGCGCCTAAAACTGCCGTGATGTCTTCTATTCCCCTCTGTGCTACCTGGCTTGA
TCTTTGATTGGCGCGTGCCCTTCACTGGTTATGAACCCCCCTGATCCGACTCTCTG
GGGGCCTCGGGGGTTCAACATCCAAATAAAGCGACAACCCAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
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C. marmoreus T-Superfamilie BD270190
ATGCGCTGCCTCCCAGTCTTTGTCATTCTTCTGCTGCTGATTGCATCTGCACCTAG
CGTTGATGCCCGACCGAAGACCAAAGATGATATGCCCCTGGCATCTTTCCATGAT
AATGCAAAGCGAATCCTGCAAATACTTCAGGACAGAAATGGTTGCTGCAGAGCA
GGAGACTGCTGTTCATGATTTGAGATAAAGGGAAATGACTTTGGATGAGACCCCT
GCAAACTGTCCTTGGATGTGAGATTTGGAAAGCAGACTGTTCCTTTCGCACGTGT
TCGTGGAATTTCGAATGGTCGTTAACAACACGCTGCCACTTGCAAGCTACTATCT
CTCTGTCCTTTCATCTGTGGAACTGTATGATCAAACAACT

C. marmoreus M-Superfamilie Mr3.8 AY880684
ATGTTGAAAATGGGAGTGGTGCTATTCATCTTTCTGGTCCTGTTTCCCCTGGCAAC
ACTGCAGCTGGATGCAGATCAACCTGTAGAACGATATGCGAAGAACAAACAGCT
CTTCAACCCACATAAAAGGAGGGGAATCATATTGCGTGCTCCGGGGAAGCGATG
CTGTCATTGGAATTGGTGCGACCATCTTTGTTCATGCTGCGGCAGTTAGCGCCGA
ACATCCATGGCGCTGTGCTGGGCGGTTTTATCCAACAACGACAGCGTTTGTTGAT
TTCATGTATCATTGCGCCCACGTCTCTTGTCTAAGAATGACGAACATGATTGCACT
CTGGTTCAGATTTCGTGTTCTTTTCTGACAATAAATGACAAAACTCCAAAAAAAA
AAAAAAAA

C. miles A-Superfamilie AY588975
ATGGGCATGCGGATGATGTTCACCGTGTTTCTGTTGGTTGTCTTGGCAACCACTGT
CGTTTCCTTCACTTCAGATCGTGGATCTGATGGCAGGAATGCCGCAGCCAAGGAC
AAAGCGTCTGACCTGGTCGCTCTGACCGTCAAGGGATGCTGTTCTAATCCTCCCT
GTTACGCGAATAATCAAGCCTATTGTAATGGAAGACGCTGATGCTCCAGGACCCT
CTGAACCACGAC

C. miles O-Superfamilie (aus MELAUN 2003)
ATGAAACTGACGTGCGCGTTGATCATCACCTTGCTGTTCCTGAGTATTACAGCCG
GTGACTCCAGAGGTAAGCACAGGTACAATGCGTTGAAGTCGATGTCCCGAGAGG
CGAATTCCACTGAGAGGGAATGCAGGGAAAAAGGTCAGGGTTGTACTAACACAG
CTCTTTGCTGCCCCGGCCTAGAATGTGAAGGCCAGAGTCAAGGTGGTTTGTGCGT
GGACAATTAA

C. pennaceus O-Superfamilie AF215075
TTTCAACTCACTACGTGGCAGTTGCAGTTTTCAACGTGTGGACAGGATTGAAGAA
AATTCAGGATGTCAAGATTGGGAATCATGGTGCTAACCCTTCTACTTCTTGTGTTC
ATAGTAACCAGTCATCAGGATGCAGGAGAGAAGCAGGCGACGCAAAGGGACGC
AATCAACTTCAGATGGAGAAGATCACTCATTCGGAGAACAGCAACTGAGGAGTG
CGAAGAGTACTGTGAGGATGAGGAAAAGACCTGCTGCGGCTTAGAAGATGGAGA
ACCCGTATGTGCCACGACATGCCTCGGATAGTTTCTGTACACTGTCTCGTTCATTA
TCTTATCAGTACAAGTGTAAACGAGATCTATCAGAAAGTCAAAGGTTGTGCGTAA
TTTGATAAGCACTGTTTACTG

C. pennaceus M-Superfamilie AF214931

GACGACAAAGAAGAGTCAACCCCACTGCCACGCCAAGAGTGGAGCGCCACAGCT
AAGACAAGAAGGATTGATAGCAGTTCATGATGTCTAAACTGGGAGTCTTGTTGAT
CATCTGTCTACTTCTGTGTCCCCTTACTGCTGTTCCGCAGGATGGAGATCAACCTG
CAGATCAACCTGCAGAGCGTATGCAGGACGACATTTCATCTGAACATCATCCCTT
TTTTGATCCCGTCAAACGGTGTTGCAAGTACGGGTGGACATGCTGGCTAGGATGC
AGTCCTTGTGGTTGTTGACCAGCTTTGTTATCGCGGCCTCATCAAGTGTCTAATGA
ATAAGTAAAACGATTGCAGTCTCGTTCACATTTGATTTTGTATTTTGGTCTAAAGA
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TTAATGACCAAACTGTACTTTTGATCCGGTTTTCATATATTTCTCTGTCCAACACT
AGATAAGTTAATCACGATAGATCTGATTTTCTATCAATGTCTTGCTTTTTGGTCTG
TCATATCAGTCTTGTTTTTATTTAATTTCTCGTCACTTTCAACGC

C. pennaceus M-Superfamilie AF214950
GGTTCGTGATGTTGAAAATGGGAGTGCTGCTATTCACCTTTCTGGTCCTGTTTCCC
CTGGCAACGCTCCAGCTGGATGCAGATCAACCTGTAGAACAATATGCGGGGAAC
AAACAGGACCTCAACCCAGATGAAAAGAGGGAAATGATACTGCCTGCTCTGAGG
CAGTGGCAATGCTGTACTATGGCGTGGTGCGACAGCGGTTGTCTCTGCTGCGAGT
AGCGCCCAACATCCATGGCAGTGTGCTGGGCGGTTTTATCCACAACGACAGCGTT
TGTTGATCTCATGTGTTATCGCGCCCACGTCTCTTGTCTAAGAAT

C. planorbis pl14.1 J-Superfamilie DQ447641
ATGCCGTCTGTTCGGTCTGTGACCTGCTGCTGTCTGCTGTGGATGATGCTCTCTGT
GCAGCTCGTCACTCCTGGCTCCCCTGCAACTGCACAGCTGTCTGGGCAGCGCACT
GCTAGAGGTCCTGGATCGGCAATATGCAATATGGCGTGCAGGTTGGGACAGGGA
CACATGTATCCCTTTTGCAATTGCAATGGGAAACGGGACGTGGTTTCTTCATCGAT
GGCGGTGTGA

C. planorbis pl14.2 J-Superfamilie DQ447642
ATGCCGTCTGTTCGGTCTGTGACCTGCTGCTGTCTGCTGTGGATGATGTTCTCTGT
ACAGCTCGTCACTCCTGGCTCCCCTGCAACTGCACAGCTGTCTGGGCAGCGCACT
GCTAGAGGTCCTGGATCGGCAATATGCAATATGGCGTGCAGGTTGGAACACGGA
CACCTGTATCCCTTTTGCCATTGCAGAGGGAAACGGGAC

C. planorbis pl14.3 J-Superfamilie DQ447643
ATGCCGTCTGTTCGGTCTGTGGCCTGCTGCTGTCTGCTGTGGATGATGCTCTCTGT
ACAGCTCGTCACTCCTGGCTCCCCTGCAACTGCACAGCTGTCTGGGCAGCGCACT
GCTAGAGGTCCTGGATCGGCAATATGCAATATGGCGTGCAGGTTGGAACACGGA
CACCTGTATCCCTTTTGCAATTGCGATGGGAAACGGGACGTGGTTTCTTCATCGAT
GGCGGTGTGA

C. pulicarius PullA O-Superfamilie AF132130
ATGAAACTGACGTGTGTGGTGATCGTCGCCGTGCTGTTCTTGACGGCCTGTCAAC
TCATTACAGCTGAGACTTACTCCAGAGGTGAGCAGAAGCACCGTGCTCTGTCGTC
AACTGACAAAAACTCCAAGTTGACCAGGACTTGCAACACTCCCACTCAATATTGT
ACTTTGCATCGACACTGCTGCAGCCTCTACTGCCATAAAACAATCCACGCATGTG
CATAA

C. quercinus T-Superfamilie BD270193
ATGCGCTGTGTCCCAGTCTTCATCATTCTTCTGCTGCTGAGTCCATCTGCACCTAG
CGTTGATGCCCATCCGATGACCAAAGATGATGTACCCCAGGCATCTCTCCATGAT
GATGCAAAGCGAACCCTACAAGTACCTTGGATGAAACGCGGGTGCTGCGCAATG
TTGACTTGCTGCGTTGGACGATAAAGGGAAATGACTTTGGATGAGACCCCTACGA
ACTGTCCCTGGATGTGAAATTTGGACAGCAGACTGCTCCTTTCGCACGTGTTCGTG
GAATTTCGAATGGTCGTTAACAACACGCTGCCACTTGCAAGCTATTATCTCTCTGT
CCCTTTATCTGTGGAACTGGATAATCTAACAACTGAAACGTCATTGAAAATTTTC
AATGGATATATATTATGATCCATATA
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C. quercinus M-Superfamilie Qc3.1 AY880685
ATGTTGAAAATGGGAGTGGTGCTATTCACCTTTCTGGTCCTGTTTCCCCTGGCAAC
GCTCCAGCTGGATGCAGATCAACCTGCAGCACGATATGCAGAGAACAAACAGGA
CCTCAACCCAAATGAAAGGAAGGAAATGATGTTGTCTGCTCTGAGGCAGCGGGC
ATGCTGTGATCCTGACTGGTGCGACGCAGGTTGTTATGATGGGTGCTGCTAGTAG
CGCCCAACATCCATGGCGGTGTGCTGGGCGGTTTTATCCACAACGACAGCGTTTG
TTGATCTCATGTATTATCGCGCACATACCTTTCTAAGAATGACGAACATGATTACA
CTCTAGTTCAGATTTCGTGTTCTTTTCTGACAATAAATGACTAAACTCCAAAAAAA
AAA

C. striatus M-Superfamilie SIIIA AY207469
TCAAGAACAGAGCGCCACAGCTAAGACAAGAGGGATCGATAGCAGTTCATGATG
TCTAAACTGGGAGTCTTGTTGACCGTCTGTCCGCTTCTGTTTCCCCTTACTGCTCTT
CCGCCGGATGGAGATCAACCTGCGGACCGACCTGCAGAGCGTATGCAGGACGAC
ATTTCATCTGACGAGCATCCCTTGTTTGATAAGAGACAAAACTGTTGCAATGGGG
GATGCTCCAGCAAATGGTGCAGAGATCACGCACGTTGTTGCGGTCGATGATAACG
TGTTGATGACCAACTGTGTGATCACGGCTACATCAAGTGTCTAGTGAATAAGTAA
AATGATTGCAGTCTTGCTCAGACTTGCTGTTGTGTTTTTGGTCTAAAGATCAATGA
CCAAACCGTTGTTTTGATGCGGGTTTTCATCTATTTCTCGATTCCTGTCCAACACT
AGATGATTTAATCACGATAGATCTGATTCTCTATCAATTCTTTGATTTTCGTCTGT
CATATCAGGTTTGTTTACATTTATTTTTTCGTCACTGTCTACACAAACGCATGCTT
GCACGCGTGCACGCACACAAGCACGCACGCACACACACACACACACACACACAC
ACACACACACACACACACACACACAAAATTATGAACATTATTCATTTATTGATTG
ATGTATTTGTTATTCGTTTGTTTGTGTTTAGAATACTTTGGGGCTCTCTTTTTGGAT
TTATTTGAACTGCTTCATTGTATATGAGTACTTCGTGCTTTGAAACACTGCTGAAA
ATAAAAGAAACACTGACGTAGCAGAAAAAAAAAAAA

C. striatus O-Superfamilie (aus MELAUN 2003)
ATGAAACTGACGTGTGTGGTGATCATCGCCGTGCTGCTCCTGACCGCCTGTCAAC
TCATCACAGCTGATGACTCCAGAGGTGTGCAGAAGCATCGTTCCCTGAGGTCGAC
CACCAAAGTCTCCAAGTCGACTAGCTGCATGGAAGCCGGATCTTATTGCGGCTCT
ACTACGAGAATCTGCTGCGGTTATTGCGCTTATTTCGGCAAAAAATGTATTGACT
ATCCCAGCAACTGA

C. striatus I-Superfamilie (aus MELAUN 2003)
ATGATGTTTCGATTGACGTCAGTCAGCTGTTTCCTGCTGGTCATCGTTTGTCTGAA
CTTGTTTCAGGTTGTGCTTACCAGACGCTGCGTCCCTCCATCAAGGTACTGCACAA
GACATCGCCCCTGCTGTCGTGGAACGTGCTGTTCTGGGTTGTGCAGACCAATGTG
TAATCTATGGTATGGAAAGAGG

C. tessulatus T-Superfamilie AF215097
GTTCAGGACACATTCTTTTCACGTGGACACGGGAAACTGATAACAAGCAGAATGC
ACTGCCTCCCAGTCCTCGTCATTCTTCTGCTGCTGATTGCATCTACACCTAGCGTT
GATGCTCGACCGAAGACCAAGGATGATGTGCCCCTAGCATCTTTCCACGGTGCAG
ATAATGCGAATCGAATCCTACGAACACTTTGGAACTTACGCGGTTGCTGCGAAGA
TAAAACTTGCTGTTTTATTGGATGATCGACTGAAAACGTGCATTTGTACTTTGGAT
GAGACCCCTGCGAACTGTCCCTGGATGTGAGATTTGGAAAGCAGACTGTTCCTTT
CGCGYGTGTTCGTGGAATTTCGAATGGTCGTC

C. tessulatus M-Superfamilie AF214951
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GAGGTTCGTGATGTTGAAAATGGGAGTGGTGCTATTCACCTTTCTGGTCCTGTTTC
CCCTGGCAACGCTCCAGCTGGATGCAGATCAACCTGTAGAACGATATGCGGAGA
ACAAACAGGGCCTCAACCCAGATGAAAGCAGGGAAATCATATTGTCTGCTCTGA
GGCAGCGGGATTGTTGTGAACAGGGATGGTGCGACGGAGGTTGTGATTGCTGCC
AGTAGCCCCCAACATCCATGGCAGTGTACTGGGCGGTTTTATCCACAACGACAGC
GTTTGTTGATCTCATGTATTATCGCGCCCACGTCTCTTGTCTAAGAAC

C. tessulatus O-Superfamilie AF215065
TTTCAACTCACTACGTGGCAGTTGCAGTTTTCAACGTGTTGACAGTTCAGGATTGA
ACAAATTCAGGATGTCAGGATTGGGAATCATGGTGCTAACCCTTCTACTTCTTGT
GTTCATGGCAACCAGTCATCAGGATGCAGGAGAGAAGCAGGCGACGCAAAGGGA
CGCAGTCAACGTCAGACGGAGAAGATCAATCGCTGGGAGAACAACAACCGAGGA
GTGCGATGAGTACTGTGAGGATCTAAACAAGAACTGCTGCGGCTTATCAAATGGA
GAACCCGTATGTGCCACGGCATGCCTCGGATAGTTTGTGTACAGTGTCTCAGTCA
TTGTCTTATCAGTACAAGTGTAAACGAGACCTGTCAGAAAGTCGAAGGTTGTGCG
TAATTTGATAAGCATTGTTCACTG

C. tessulatus M-Superfamilie AF214946
GAGGTTCGTGATGTTGAAAATGGGAGTGGTGCTATTCGTCTTTCTGGTCCTGTTTC
CCCTAGCAACGCTTCAGCTGGATGCAGATCAACCTGTAGAACGATATGCGGAGA
ACAAACAGCTCGTCAGCCCATACGAAAGGAGGCAAATCATATTGCATGCTCTGG
GGCAGCGACAATGCTGCGATTGGCAATGGTGTGACGGAGCTTGTGATTGCTGCGC
GTAGCGCTGAACGTCCATAGCGCTGTGCTGGGCGGCTTTATCCAACAACGACAGC
GTTTGTTGATTTCATATATCATTGCGCCCACACCTCTTGTCTAAGAAT

C. tessulatus M-Superfamilie AF214939
GAGTCAACCCCACTGCCACGCCAAGAGCGGAGCGCCACAGCGAAGACAAGAAGG
ATCGATAACAGTTCATGATGTCTAAACTGGGAGTCTTGTTGACCATCTGTCTGCTT
CTGTTTCCCCTTACTGCTGTTTCGCTGGATGGAGATCAACCTGCAGACCTACCTGA
ATTGCGTGCGCAGGACTTTGCACCTGAGCGTAGTCCCTGGTTTGATCCCGTCAGA
CGGTGCTGCTCGCAGGATTGCAGGGTATGCATCCCTTGTTGCCCATATTGACCAG
CTTTATTACTGCGGCTACGTCAAGTGCCTGATGAATAAATAAAATGATTGCAGTC
TCCTTCAGATTTGCTTTTGCAGTTTTGTCTAATGATCAATGACCAAATTGTTTTGAT
CCGGATTTTCATCCCTTACTCGATTTTTGTCCAACTATTAACATTATTTATTGATTT
ATTCATTTGTTTTCAGAAACGTTTGAGGCAGTCTTTTTGGATTTATTTGAATTGTTC
TCTTGTACATGACCGCTTCGTACTTTGAAACACTGCTGAAAATAAAAGAAACACT
GGCGTAGCAAARMWAMAAAAAAAAA

C. textile M-Superfamilie AF214944
GAGGTTCGTGATGTTGAAAATGGGAGTGGTGCTATTCATCTTTCTGGTACTGTTTC
CCCTGGCAACGCTCCAGCTGGATGCAGATCAACCTGTAGAACGATATGCGGAGA
ACAAACAGCTCCTCAACACAGATGAAAGGAGGGAAATCATATTGTCTGCTCTGA
GGACGCGAGTATGCTGTCCTTTCGGAGGCTGCCACGAACTTTGTCAATGCTGCGA
GGGTTAGCGCCGAACATCAATGGCGCTGTGCTGGGCGGTTTTATCCAACAACGAC
AGCGTTTGTTGATTTCATGTATCATTGCGCCCACGTCTCTTGTCTAAGAAT

C. textile M-Superfamilie AF214927
GGATCGATAGCAGTTCATGATGTCTAAACTGGGAGCCTTGTTGACCATCTGTCTA
CTTCTGTTTTCCCTTACTGCTGTTCCGCTGGATGGAGATCAACATGCAGACCAACC
TGCACAGCGTCTGCAGGACCGCATTCCAACTGAAGATCATCCCTTATTTGATCCC
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AACAAACGGTGTTGCGATGATTCGGAATGCAGCTATTCATGCTGGCCTTGCTGTT
ATGGATAA

C. textile T-Superfamilie AF214970
CTTCAGGACACATTCTTTACACCTGGACACGGGAAACTGACTATAAGCAGAATGC
GCTGCCTCCCAGTCTTCGTCATTCTTCTGTTGCTGATTGCATCTACACCTAGCGTT
GATGCCCAACTGAAGACCAAAGATGATATGTCCTTGGCATCATTCCACGATAATG
TAAAGCGAATCCTGCAAATACGTACGACCGAAGAATGCTGCCCATTCATCGTGGG
GTGCTGTTCTCGATAGTGATAAAGGATGATAAAGGGAAATGACTTAAGATGAGA
CCCCTGCAAAATATCCCTGGATCTGAGATTTGGAAAGCAGACTGTTCCTTTTGCA
CGTGTTCGTGGAATTTCGAATGGTCGT

C. textile O-Superfamilie DQ141166
TCATCGTCAAGATGAAACTGACGTGCATGATGATCGTTGCTGTGCTGTTCTTGACC
GCCTGGACATTCGTCACGGCTGTGCCTCACTCCAGCAATGCGTTGGAGAATCTTT
ATCTGAAGGCACATCATGAAATGAACAACCCCGAAGACTCTGAATTGAACAAGA
GGTGCTATGATAGTGGGACAAGTTGTAACACTGGAAACCAATGCTGCAGTGGCTG
GTGCATTTTCGTCTGCCTCTAAAACTGCCGTGATGTCTTCTACTCCTCTCTGTGCTA
CCTGGCTTGATCTTTGATTGGCGCGTGCCCTTCACTGGTTATGAACCCCTCTGATC
CGACTCTCTGGGGGCCTAGGGGATCCAACATCAAAATAAAGCGACAGCACAATC
TAAAAA

C. textile T-SuperfamilieBD270187
ATGCGCTGTTTCCCAGTCTTCATCATTCTTCTGTTGCTAATTGCATCTGCACCTTGC
TTTGATGCCCGAACGAAGACCGATGATGATGTGCCCCTGTCATCTCTCCGCGATA
ATCTAAAGCGAACGATACGAACACGCCTGAACATACGCGGGTGCTGCGAGGATG
GATGGTGCTGTACTGCTGCACCCTTAACAGGTCGTTAGGGATAAAGGAAAATGGC
TTTGGATGAGACCCCTGCAAATTGTCCCTGGATGTGAGATTTGGAAAGCAGACTG
TTCCTTTCGCACGTGTTCGTGGAATTTCGAATGGTCGTTAACAACACGCTGCCACT
TGCAAGCCACCATCTCTCTGTCCTTTCGTATGTGGAACTGTATGATCTAACAACTG
AAATGTCAGAAAGTTTTCAGTGGGTATACACTATGATCGTATAGTCAGTAATT

C. textile T-Superfamilie BD270181
GGTACTCAACGAACTTCAAGACACATTCTTTTCACCTGGACACGGGAAGCTGACT
ACAAGCAGAATGTGCTGTCTCCCAGTGTTCGTCATTCTTCTGCTGCTGATTGCATC
TGCACCTAGCGTTGATGCCCAACCGAAGACCAAAGATGATGTGCCCCTGGCACCT
TTGCACGATAATGCAAAGAGTGCACTACAACATTTGAACCAACGCTGCTGCCAAA
CATTCTATTGGTGCTGTGTTCAAGGGAAATGAATTTGGATGAGACCCCTGCGAAC
TGTCCATGGATGTGAGATTTGGAAAGCAGACTGTTCCTTTCGCACGTGTTCGTGG
AATTTTGAATGGTCGTTAACAACACGCTGCCACTTGCAAGCTACTATCTCTCTGTC
CTTTCATCTGTGGAACTGGATGACCTAACAACTGAAATATCATAGAAATTTTTCA
GTGGGTATACACTATGACCATGTAGTCAGTAATTACATCATTTGGACCTTTTGAA
ATATTTTTCAAAATGTTAAGATTTTTCCCCCNGGAAAGGNCTTTTGAAGTAAATAT
T

C. textile TeA52P O-Superfamilie DQ141152
GACCCTGCCGTCATCTCAGCGCAGACTTGGTAAGAAGTGAAAAACCTTTATCATG
GAGAAACTGACAATCCTGCTTCTTGTTGCTGCTGTACTGATGTCGACCCAGGCCCT
GGTTGAACGTGCTGGAGAAAACCACTCAAAGGAGAACATCAAATTTTTATTAAA
AAGAAAGAGAGCTGCTGACAGGGGGATGTGGGGCGAATGCAAAGATGGGTTAAC
GACATGTTTGGCGCCCTCAGAGTGTTGTTCTGAGGATTGTGAAGGGAGCTGCACG
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ATGTGGTGATGAATTCTGACCACAAGCCATCTGACATCACCACTCTCCTCTTCAG
AGACTTCAAGGCTA

C. textile spasmodic peptide P-Superfamilie tx9a AF193510
ATGCATCTGTCACTGGCACGCTCAGCTGTTTTGATGTTGCTTCTGCTGTTTGCCTT
GGGCAACTTTGTTGTGGTCCAGTCAGGACAGATAACAAGAGATGTGGACAATGG
ACAGCTCACAGACAACCGCCGTAACCTGCAATCGAAGTGGAAGCCAGTGAGTCT
CTACATGTCACGACGGGGTTGTAACAATTCTTGCCAGGAGCATTCCGATTGCGAA
TCCCATTGTATTTGCACGTTTAGAGGATGCGGAGCTGTTAATGGTTGA

C. ventricosus O-Superfamilie AF215080
TTTCAACTCACTACGTGGCAGTTGCAGTTTTCAACGTGTGGACAGGATTGAAAAA
AATTCAGGATGTCAGGATTGGAAATTATGGTGCTAACCCTTCTACTTCTTGTGTCC
ATGGCAACCAGTCATCAGGATGGAGGAGAGAAGCAGGCGACACAAAGGGACGC
AATCAACGTCAGACGGAGATCAATCACTCGAACTGAGGCGTGCTATGAGTACTGT
AAGGAGCAGAACAAGACCTGCTGTGGCATAAGCAATGGACGTCCCATTTGTGTC
GGTGGATGCATCAGATAGTTTCTGTACACTGTCTCATTCATTATCTTATCACTACA
AGTGTAAACGAGACCGATCAGAAAGTCGAAGGTTGTGCATAATTTGATAAGCATT
GTTTACTG

C. ventricosus T-Superfamilie AF214994
CGTGTTTACCAACAGCTACGCCTGCCAACCGATCCTTTCTCTGCGCTACGTGGCAC
TTTGCAGTGAATCTGACTACAAGCACAATGCTGTGTCTTCCGGTCTTCATCATCCT
TCTTCTGTTGGCTTCACCTGCAGCTCCAAACCCTTTGGAAAAGAGAATCCAAAGC
GATTTGATTCGCGCAGCCCTTGAAGATGCCGATATGAAAACCGGTGAACGGGAG
ATCCTCAACATAATAGATTCAATTAGTGACGTAGCCAAGCAAATTTGCTGCCAGA
TTACTGTGGACTGCTGTGTTCTTGACGAGGAATAATCAATAAAGGATGGCTGACT
TTGGAAACGACACCTCCAAACTGTACCCGGATATGAGATGTAAAAACAGGCTGTT
TCTTTTGCACATGCTCGTGTGGGTTGAAACAGTCGTCAAATATACGTTGCCATTTG
CGTTGTCATGTTCTCCGTTTTATTGGCAGAACTGCATACCAAATTAGACTAAATGT
CTTGGAGATTGAACTTATTTTCTACAGAGTATAGGCAGNGACGAATTGGNGATAG
TTCAATTAATTCTGATTATCTAAAACTGCTTCCACATCTTTTTATGTGTGCTTTTTG
NGACAT

C. ventricosus T-Superfamilie AF214972
CTTCAGGACACATTCTTTTCACCTGGACACGGGAAACTGACTACAAGCAGAATGC
GCTGTCTCCCAGTCTTCGTCATTCTTCTGCTGCTGATTGCATCTGCACCTAGCGTT
GATGCCCGACCGAAGACCAAAGATGATGTGCCCCTGGCATCTTTCCACGGAAATG
CAGAGCGAACCCTACTAAACATACTTCGGGACGGTGACAATTGCTGCATAGATAA
ACAAGGGTGCTGTCCTTGGGGATAAAGAAAAATGACTTTAGATGAGACCCCTGC
GAACTGTCCCTGGATGTGAGATTTGGAAAGCAGACTGTTCCTTTCGCACGTGTTC
GTGGAATTTCGAACGGTCGT

C. ventricosus M-Superfamilie AF214949
GAGGCTCGTGATGTTGAAAATGGGAGTGGTGCTATTCATCTTTCTGGTCCTGTTTA
CCCTGGCAACGCTCCAGCTGGATGCAGATCAACCTGTAGAACGATATGCGGAGA
ACAAACAGCTCCTGAGCCCAGATGAAAGGAGGGATATCATATTGCATGCTCTGG
GGCAGCGGAGATGCTGTGATCCGGATTGGTGCGATGCAGGTTGTTACGACGGCTG
CTGCTAGGACTAGCGCCCAACATCCATGGCGCTGTGCTGGGTGGTTATATCCGCA
ACGACAGCGTTTGTAGATTTCATATATCATTGCGCCCACGTCTCTTGTCTAAGAAA
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Anhang

C. vexillum O-Superfamilie (aus MELAUN 2003)
ATGAAACTGACGTGCGTGTTGATCATCACTGTGCTGTTCCTGACGGCCAGTCAGC
TCATTACAGCTGATTACTCCAGAGGTCAGCGGCAGTACCGTGCAGTGAGGTTGGG
AGATGAAATGCGGAATTTCAAAGGTGCCAGGGACTGCGGGGGACAAGGTGAAGG
TTGTTATACTCAACCTTGCTGCCCTGGTCTGCGGTGCCGTGGCGGCGGTACTGGA
GGAGGCTCATGCCAGCCATAG

C. vexillum I-Superfamilie (aus MELAUN 2003)
ATGATGTTTCGATTGACGTCAGTCAGCTGTTTCCTGCTGGTCATCGCTTGTCTGAA
CTTGTTTCAGGTTGTGCTTACCAGCCGCTGCTTCCCTCCAGGAATATACTGCACAC
CCTATCTCCCCTGCTGTTGGGGAATTTGCTGTGATACGTGCAGAAATGTGTGTCAT
TTGAGGATTGGAAAGAGG

C. virgo O-Superfamilie (aus MELAUN 2003)
ATGAAACTGACGTGCGTGTTGATCATCACTGTGCTGTTCCTGACGGCCAGTCAGC
TCATTACAGCTGATTACTCCAGAGATCAGCGGCAGTACCGTGCAGTGAGGTTGGG
AGATGAAATGCGGAATTTCAAAGGTGCCAGGGACTGCGGGGGACAAGGTGAAGG
TTGTTATACTCAACCTTGCTGCCCTGGTCTGCGGTGCCGTGGCGGCGGTACTGGA
GGAGGCGTATGCCAGCTGTAG

C. virgo I-Superfamilie (aus MELAUN 2003)

ATGATGTTTCGATTGACGTCAGTCAGCTGTTTCCTGCTGGTCATCGCTTGTCTGAA
CTTGTTTCAGGTTGTGCTTACCAGCCGCTGCTTCCCTCCAGGAATATACTGCACAC
CCTATCTCCCCTGCTGTTGGGGAATTTGCTGTGGGACGTGCAGAAATGTGTGTCAT
TTGAGGATTGGAAAGAGGGCG
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